logo

NTDB id 1062595 ACG4I0 RS11595 WP 000116737.

NTDB id 1183 GTF74 RS11590 WP 000116737.1
consensus

logo

NTDB id 1062595 ACG4I0 RS11595 WP 000116737.

NTDB id 1183 GTF74 RS11590 WP 000116737.1
consensus

logo

NTDB id 1062595 ACG4I0 RS11595 WP 000116737.

NTDB id 1183 GTF74 RS11590 WP 000116737.1
consensus

logo

NTDB id 1062595 ACG4I0 RS11595 WP 000116737.

NTDB id 1183 GTF74 RS11590 WP 000116737.1
consensus

logo

NTDB id 1062595 ACG4I0 RS11595 WP 000116737
NTDB id 1183 GTF74 RS11590 WP 000116737.1
consensus

IOV EEFERAL DL R LA ARG LT L LA

MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY]

MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGEFSPLLTAEEEVLY
N

AR TR LSRR L e L LR ERHE T R

ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM

ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM
DL e e e e rrrrrrrrrrrrrrrrrrnd

IR TR S e DRI LU S D ALD L

NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP

NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP
Prrr e rrrrrrrrrrrrrrrrrrrrrnd

A SO AL L ACREVANE LY TG A IR e L

DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK

DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK
Prrrrrrrrrr et rrr e rrrr ettt e rrntd

LU EAFED

BEN(GLNMEALFNVEYDN 335
QGLNMEALFNVEYDN 335

X non conserved
B similar
> 50% conserved

80
80

160
160

240
240

320
320



