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NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRK 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTA 266
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTA 266
NTDB id 1293 VP RS12240 WP 005479695.1 ILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTA 266
NTDB id 1110 NGFG RS09235 WP 003689817.1 TLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKP 257
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRA 275
NTDB id 1062419 ACGHX3 RS15410 WP 394695526.1 VLVDAIKRGASDIHFEPYETDYRVRLRIDGILKQVAKA.PTKLKDRIAARLKVMSQLDIAEKRVPQDGRIKLNLSK.TKQ 278
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LLIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKA 270
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LLIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKT 270
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NTDB id 1293 VP RS12240 WP 005479695.1 IDMRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEI 346
NTDB id 1110 NGFG RS09235 WP 003689817.1 VDFRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESV 337
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IDFRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEV 355
NTDB id 1062419 ACGHX3 RS15410 WP 394695526.1 IDFRVSTLPTLFGEKIVLRILDGSAAKLGIDKLGYEPDQQKLFEDAIHKPYGMVLVTGPTGSGKTVSLYTALGILNDETR 358
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDFRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESS 350
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDFRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHA 350
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ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETIAVI EKASALQTGHMLVFMLTSTLHTNDNSAPAAGQEAT
NTDB id 1410 SGL RS13950 WP 010873519.1 NINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGA 477
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAET 426
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NISTAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAET 426
NTDB id 1293 VP RS12240 WP 005479695.1 NISTAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAET 426
NTDB id 1110 NGFG RS09235 WP 003689817.1 NIATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPAT 417
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NISTAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAET 435
NTDB id 1062419 ACGHX3 RS15410 WP 394695526.1 NISTAEDPVEIRLPGVNQVQQNNRRGMTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVLSTLHTNDAPQT 438
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NISTAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPET 430
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NISTAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAET 430
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