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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 ....MENPTLFNNSMIKGTVDAILFQNKENFYTVLKVDTIESNETFD.SMPTIVGFFPDIAEGDVYTFKGQVVTHAKYGK 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 QLKAETFEKELPQTKEAIISYLSSDLFKGIGKKTAQSIVNKLGENAISDILNDPTILEKVPSLPKKKQKQIAEQIASNQE 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 TEQIIIRLHDLGFGPKLAMAIYQAYLGETLNVVEKKPYQLVYDVKGIGFNKADTLARNVGIQFNDAERLKAGLLYVLEEE 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 CIKQGHTYLPTNNVLEMTQDMLSQPPGELIETQQL..DQVLQDLVNDTKLIQQENEVAIPSLYYSELKSVQNLYRNFSYT 313
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 NKLKEIEQSDLLLEIGEIEERNKVTYADSQREALQTAINSKIMLLTGGPGTGKTTVIKGIVELYAELHGLSLDYDDYQN. 392
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 DDYPVVLGAPTGRASKRLSESTGLEAMTIHRLIGWNQDTQPEDILDNEISAKLIIIDEMSMVDTWLFHQFLSAVPIDAQV 472
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 ILVGDEDQLPSVGPGQVFKDLIDSKVIPRVNLTEVYRQQDGSSIIELAHRMKLGETI.DITQRFHDRNFINCTTEQIPSV 551
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 VEKVVSSAVNKGYDMSDIQVLAPMYKGSAGIKKLNTVLQDILNPKEQDTREIEFGDIVFRKGDKVLQLVNRPSDNIFNGD 631
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 IGVIVGIFWAKENALNKDVLVVDFEGNEITFVRQDLMELTHAYCTSIHKSQGSEFPIVIMPMVKQYFRMLQKPILYTGLT 711
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 RAKQSLVFLGDPQAFDIGLKTHGQV.RMTQLCAFLKAYFNNEEETETADVSKSFDSDIILSEENIFKINPMINMGEFSPY 790
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVE.EMDAELE.........ALQKELPFSVHDANIGMEGITPF 790
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NTDB id 1062338 ACF0HT RS06315 WP 394524083.1 DFVED... 795
NTDB id 355 BSU 27480 NP 390625.1 DFMKEEQQ 798
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