
logo MKQVAMIGYLRQSTMTKQQSLPAAQKQTAIKETAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1062324 ACF0HT RS00185 WP 394523706.1 MKQAMGYLRQSTTKQQSLPAQKQAIKTLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!**!!!!!!!*!!!!!*!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSFVHDGYFDMDQKAFDRFLKLNI F I SVLAELESDNIGEQVKRSNGLIQKEKARKQGRKML ITTHAPFGYEHYKH
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1062324 ACF0HT RS00185 WP 394523706.1 LKNALKLMKLCQKYHVHILSFHDGYFDMDKAFDRLKLNIFISVAELESDNIGEQVSNGIKEKARQGKLITTHAPFGYHYK 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!*!!!!!!!!*!!!!*!!!!!!!*!!!!!!!!!!!!*!!**!!!*!!**!!!!!!!!!*!*

logo

R
NGATF ITIDNKQTVNKEASPTVI

KAVFNYYI
L
K
QGHNYGYKKITAQFLYLEAEDDNTKFLYLINRQKPYQVRNI I ILMNPNYCGRVNINKQYGQFYEDNMFPAS IVSTNSTMI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1062324 ACF0HT RS00185 WP 394523706.1 RGTFTINKNESPTVIAVFNYYLQGNGYKKITQFLEEDNKLLNRKPYQVRNIIMNPNYCGRVINKYGQYDNMFPSIVSTNM 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus *!*!*!* ***!!!*!!!!!!**! !!!!!*!*!!*!****!!*!!!!!!!!*!!!!!!!!*!*!!!**!!!!*!!!!**

logo YEEQAQARVTLRTSQKPQVIKQRKTSPSEDNQLKQKIKCPCYCDGNTSTLTNMTVIRKKHNHATLRYYVCSPKQRNMNASHRFVCDEFKGINAPQEKTLEDTKQSVLAETVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1062324 ACF0HT RS00185 WP 394523706.1 YEQAQALRSQKQIKRTPSDNQLKQKIKCPYCGSTLTNMTIRKKNHALRYYVCSRNMNASHFVCEFKGINAPKLETQVLTT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!!**!***!*!!!!!!!!!!*! *!!!!!!*!!!*!*!!!!!!**!!!!!*!!!*!!!!!!* !!* !! *

logo CKQDFYFQNQRQI
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NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1062324 ACF0HT RS00185 WP 394523706.1 CQDFFQNQQLYLKINDVIQKRIKKQRALETRSTLTQEQLIDKLAKGAIDAETFRKQSQSLLQQSKPTLSINEQQIQRSFE 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!!**!*!!* !**!*!*!! *!***!!**!!!!*!!!** !!!!!!!*!*!!!*!!*****!!* !!*****

logo NVI IQKQRFTLNI
MLYPYI EDTE INHITSKDNKNSLAIVGIYFKNEPLNIVKNQATTMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1062324 ACF0HT RS00185 WP 394523706.1 NVIQQRFTLNMLYPYIDEIHISKNKSLVGIYFKNEPLNIVNQATQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !*!!*!!!!!*!!!!!**!*!*!*!*!*!!!!!!!!!!!!*!****!!*
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