
logo

MSEQTQTC
M
A
S
E
S
E
QIQAMTDNAASCVMNQAHSPTTKESTKEKINLMLDNLTNREQEGQMRELFASEFMGEKPFRADQVLMKWIYHFGI

EDNFDDNMTSNINKKVLRAEKL
NTDB id 106181 S40542 RS03990 WP 046356968.1 ...................MATTEKKINLLDLNREGMRELFASFGEKPFRADQVMKWIYHFGIDNFDDMSNINKKLRAKL 61
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKL 80
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKL 73
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NTDB id 106181 S40542 RS03990 WP 046356968.1 QSQCEIKAPEISVKQVASDGTIKYAMILEGGQEVETVWIPEKDRATLCVSSQVGCALECTFCSTAQQGFNRNLKVSEIIG 141
NTDB id 1457 ASU2 RS00455 WP 014990913.1 KQIAEIKAPEVSVEQRSSDGTIKWAMQV.GDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIG 159
NTDB id 1392 A4U84 RS02730 WP 010786053.1 KRIAEIKAPEVAVEQRSADGTIKWAMWV.GDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIG 152
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NTDB id 106181 S40542 RS03990 WP 046356968.1 QVWRVATDIGLHDGDSTKRPITNVVMMGMGEPLLNINNVVPAMELMMDDWAFGLSKRRVTLSTSGVVPALDILKEKIDVA 221
NTDB id 1457 ASU2 RS00455 WP 014990913.1 QVWRASKIIGNF.GVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVA 238
NTDB id 1392 A4U84 RS02730 WP 010786053.1 QVWRASKIIGNF.GVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVA 231
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NTDB id 106181 S40542 RS03990 WP 046356968.1 LAISLHAPNNPLRDELVPINKKYPIEEFLAACRRYIDGSKAN.KDVTIEYVMLQGVNDSTDHAHELVQVLKGTPSKINLI 300
NTDB id 1457 ASU2 RS00455 WP 014990913.1 LAISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLI 318
NTDB id 1392 A4U84 RS02730 WP 010786053.1 LAISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLI 311
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logo PFWNPFPGENAEPYAGRKSSNTSRVIDRFSQKVTLQMAEAYGLFTCVTIVRRKTRGDDIDAACGQLVAGDVVIDRTKRVTFMVREKQRQKNFQGDEKNGAI IATVVQKNVGHQ
NTDB id 106181 S40542 RS03990 WP 046356968.1 PFNPFPGNEYGRSSNSRIDRFSKVLQAAGLTCIVRRTRGDDIDAACGQLVGDVVDRTKRVVRKQQNQDNAITVKVG 376
NTDB id 1457 ASU2 RS00455 WP 014990913.1 PWNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQN.H 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 PWNPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQN.Q 386
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