logo

NTDB id 1061428 ACF3D6 RS07820 WP 010737779.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1061428 ACF3D6 RS07820 WP 010737779.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1061428 ACF3D6 RS07820 WP 010737779.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1061428 ACF3D6 RS07820 WP 010737779.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1061428 ACF3D6 RS07820 WP 010737779.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1061428 ACF3D6 RS07820 WP 010737779.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

ol T VOWEnE AR AL e IR R T

MKINIITF Fl§ V YHEFGHFFFAKRSGILVREFAIGMGPKI H[N KDGT@YT R LP GGYVRMAGNG DITE [¥yg
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,

| Agty{ KD VEB ................................... A KD

| opcipera” e | V E EQEW \/ M THR
GNIPIRS LIRLINSID GV I NL Sjy VAN PME IRYDLE ELTITGYVNGEEEQEVTYSVAHDA I EN\DGTELRIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETMMKTYEVDHDATIVEEDGTELRIAPKD
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET KTYEVDHDATIVEEDGTELRIAPKD
Qe R TIELY AL APV DTS S AACM lKlND B
VQ QFJAJY WERR TNFAGPMNNF L L FI LAF EIGGVQUTRTN[IE VLPNGAAQT (QRCENDKISRENRYGMAMH S|1G
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIMQVANGGAAQVSGLKTGDAIVAINKDKVTDWD
VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWD

,,,,,,,,,, s bk DD Dok DD Dok Do Dok | D skskoskokskok |k
o EMAE e Vg e EvE58 LS h e A el
DIRTATETINPG. . . .. KKIRSMENE . RN K BRI TIZGVVES GKKYGQLG KAP KTGFFDKIIGGTQQA SS LEIFK
SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQE NGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATATILA
SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQK GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA

k Dokokokokok | Dokokokokoskokoskokok | D Dok Dokokok DD Dok Dok D Dok Dk % skokokok | Dokokokokok | Dokok DD Dok b Dok Dok Dokokokokkok | ok

QTR A S s {SlNl AL AL U L

PALIENLIJTNESLNKLGGP VGIME QI#S SLM ILS NLGIWYNL PIPALDGGK VI8N IR[EKP BIQEJSE
TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE

TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE

)

T AT otk

¢ ITLAG)3 LM [RVTWND I[NRIJF F
SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
SYITLAGVAVMVVLMIAVTWNDIMRAFF il

X non conserved
B similar
>50% conserved

160
157
157

240
236
236

314
312
312

394
392
392



