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NTDB id 1061410 ACGB44 RS20235 WP 394375111.1 EGMASLFLGKKAIDDDLLDELETRLLTADVGVEATTAIMQNLTRRVSRKELADSGALYTALQEELVGLLKPVEQPLAIDA 216
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NTDB id 1061410 ACGB44 RS20235 WP 394375111.1 GKRPYVILVVGVNGVGKTTTIGKLAKKLQLDGKKVMLAAGDTFRAAAVEQLQVWGERNGIPVVAQHTGADSASVIFDAVQ 296
NTDB id 1118 NGFG RS11455 WP 003696286.1 TKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQ 292
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NTDB id 1061410 ACGB44 RS20235 WP 394375111.1 AAKARGIDVLIADTAGRLHTKDNLMEELKKVRRVMGKLDESAPHEVLLVLDAGTGQNAINQTKQFNQAVELTGLALTKLD 376
NTDB id 1118 NGFG RS11455 WP 003696286.1 AAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLD 372
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NTDB id 1118 NGFG RS11455 WP 003696286.1 GTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD..... 417
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