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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 MRTWMLALAAGLVLPRFLPALPAQWFCAALAAVGLLLL..LRV.....R....LVAPGLFLLGLSWACYQSQSAIDDRLP 69
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLL...LPF.....R....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 ASMDGRTFWIEGRVVGLPSRIGNVVRFELDDIQ.SRHAGLPSTVRLSWYD....................GPLLQAGERW 128
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 RLAARLKRPHGMVNPHSFDYEAWLLARRIGATGTIKAGERLKASR............ASDGWRDRLRARLMA.VPASDRQ 195
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLT.VEAHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 GAIAALVVGDDSGLSRGDWQVLQDTGTVHLMVISGQHIGMLAGLLYGLVALL.......ARLGA..WPRRLPWLPWACGL 266
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGI..WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 ALSGALAYGWLAGFEVPVRRACLMVTVVLVWRLRFRHLGVWLPLLLALDGVLLIDPLVTLQPGFWLSFGAVAVLALAFSG 346
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 .......R.......LGSWRWWKALTRAQWAATLGLLPLLLALGLPISASGPLANLLAVPWVSL.TVPFALLGTLLLPLG 411
NTDB id 1199 PSJM300 12650 AFN78592.1 .......R.......LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 GAGEALLSMVGFSLALLFDVLAAIASWQPAWIAVGLPVWALALIGLGVLLLLLPAGIP...LRSLGFVLLLPLAFPPRVE 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 VPEGRAQVWVLDVGQGLAVLVRTREHALLYDAGPKQGEF.DTGERVVVPSLRTLGASRLDLLLLSHADNDHSGGAEAVQR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 LLRVERVVSGEPSRHA.......PDLGAEPCESRSTWQWNDVRFSLWQS......QAAQDSNQQSCVLQIEANGERILLT 634
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 GDIDQSAEQAWLASE..QQMSSHWLLLPHHGSRSSSSEPFLRGVAAQAALISRSLHNPFGHPHPSVTARLEAFDIKAYDT 712
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1061401 ACGB44 RS13525 WP 394374682.1 ALHGAIRIDLGGFSP..PELQRSQRRFWREK................. 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFGG..ARRMRDEPRFWREK................. 741
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