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NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...................MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRR 61
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...................MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRR 61
NTDB id 1060925 ACGTJS RS09975 WP 315042202.1 MVNEESLKHFAEESLHEARNVMFNMLTKVVEIGGSDLFITAEFPPSVKHQGLMKPLSQKTLTSEKTKLFAYSLMNDRQRE 80
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...................MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQA 60
NTDB id 1203 PSJM300 01605 AFN76401.1 ...................MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRR 61
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...................MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQ 61
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 DYEEKLETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTL 140
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DYEEKLETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTL 140
NTDB id 1060925 ACGTJS RS09975 WP 315042202.1 EFEEHLECNFAINVPN.VSRFRVNVFQQQLQVGMVIRTIAAEIPNFEKLMLPQKLRDVIMEKRGLVLVVGGTGSGKSTSL 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 EFKQTREANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTM 138
NTDB id 1203 PSJM300 01605 AFN76401.1 EFTENHECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSL 140
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EFIETHECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSL 141
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 AAMLDYINNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AAMLDYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAET 220
NTDB id 1060925 ACGTJS RS09975 WP 315042202.1 AAMIDYRNENQAGHIITVEDPVEYVHKHKKSMITHREVGVDSHSWHNALKNTLRQAPDVILIGEIRDTETMEHAIAFAET 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 AAMTGYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAET 218
NTDB id 1203 PSJM300 01605 AFN76401.1 AAMIGYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAET 220
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ASMIQHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAET 221
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 GHLVFGTLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLK.KEGGGRVAAHEIMIGIPAIRNLIREGKVA 299
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1060 ABD1 RS04380 WP 000355489.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1040 H0N27 RS13360 WP 000355489.1 GHLVFGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVA 299
NTDB id 1060925 ACGTJS RS09975 WP 315042202.1 GHLCLGTLHANNANQTLDRIINFFPEERKGQLLMDLSSNMKAIISQRLIRTEDGKGRRAAVEIMLNTPLIADIILKGNMH 319
NTDB id 1177 A1552VC RS01165 WP 000422572.1 GHLCMATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELH 298
NTDB id 1203 PSJM300 01605 AFN76401.1 GHLCLATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVH 300
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GHLVFATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIY 301
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NTDB id 1020 ACIAD RS04210 WP 011182164.1 QMYSSIQTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKSPESF................................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 QMYSAIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL.................................. 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 QMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL.................................. 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 QMYSAIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL.................................. 345
NTDB id 1060925 ACGTJS RS09975 WP 315042202.1 ELKAIMTKSRELGMQTFDQALFDLYNEGAITYDEAIRNADSANELRLQIKLKSTRGSKDDGSATALSLHEDVAEEKAE.. 397
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ELKATMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDY...GSGSLQNVKIDME....... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 ELKGLMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLTLEMSDDDPGRS 379
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KIKELMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFDGQRRN 381
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