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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ....MRKIIA....ILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ....MRKIIA....ILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDM 72
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAI..M....QVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQ 73
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAI..M....QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAI..M....QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQ 73
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 ...MFRKLNVYVSVIAFGLL....SGLANAVTLEDVSFSSLPGERLEVTLQFDGAPP.EPSGYTIERPARIAVDLRDTTS 72
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .......MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQN 72
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 QIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEVFI........... 141
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEVFI........... 141
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KLA..KSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA.....TPVATS......... 137
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN.....KPLPVV......... 137
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GLK..QSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN.....KPLPVV......... 137
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 GLE..SRSVPLGSGNAQSMTVVETKDRTRLIFNLVELVPYDTVRSGNSLVMTIGGQADGVVASSSAPASQSSSTS..... 145
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KLG..TKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQP 150
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..TNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQ 219
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..TNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQ 219
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....APAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSY 212
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAY 211
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....S.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAY 211
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 .....GSMSANALAGVDFRRGKDGEGRVLVDLGSSSTPVDLTERAGKIRLTMDGIEVPSDLRRRLDVTDFATPVTRIDTF 220
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNAS 230
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVV 299
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVT 291
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVA 290
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 VEDGNAVVEITPEGNYDYIAYQSGSQFTVSVEELSQEEAESRREEKFPYTGDKLSLNFQDIEVRSVLQLIADFTGLNLVA 300
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVA 310
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAA 379
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAA 371
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAG 370
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 SDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAAREKLELETNKQIAELAPVRLDIIQVNYAKAA 380
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAA 390
consensus *!*!*!*!!!*!***!!!!!!!**!*!**!!!!* !!!***** *** * !******* ** *!*!*****!***!!!!*

logo DI EVMAAGKVLFIQKTESDQDVKGRTSSNDSNGSGTNSGNLSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNQVENGEGTSKLEILGSGDPRGFSKTVITSLSQVDPVADRTNSTLI SWIAVIRYQNEQDPTQSGAETQRSKLI EDQELVIRERKI
L
M
V
I
K
S
D
T
L
Q
W
LD

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLD 428
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLD 442
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLD 450
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 DIVALIKED................................EELISDRGFVSSDVRTNTISVRETAEKLDEIRRLVSTWD 428
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLD 444
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEG....AN...ELARGTA.........PANVVPLERRLN 490
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSGT..LEG....AN...ELARGTA.........PANVVPLERRLN 490
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVG..GSET...TLWNLRNPDSN.....GTYTIERPDNLN 512
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVG..GSET...TLWNLREPKKDETTGGYKYTIERPDNLN 525
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVG..GSET...TLWNLREPKKDETTGGYKYTIERPDNLN 525
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 VPVRQVSIEARIVRAQTNVAENLGVRWGGAAYDNEGNSIVSIG..GSRDSVGE...AVNGSTAGTETGFRNSISFPGALA 503
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTTGT....SKSPSPF 520
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT.. 567
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT.. 567
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VDLGV.....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGST 587
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGST 599
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGST 599
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 VDLGV.....TGEGASSFAIGWGS.DDFLVDLELSALESDGQAEVVSQPRVVTADRQTASIKSGEEIPYQEAASSGAT.. 575
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VDLGA......KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT.. 591
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 .AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINR 645
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINR 645
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTK 666
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTK 678
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTK 678
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 .SVSFKEAVLSLEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPSINTNEVTTQVLVGNGETVVLGGIFQSEVATQTTK 652
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEK 670
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1060880 ACGK9W RS21065 WP 405418548.1 TPFLGDIPYLGRIFKRTEHIDERSELLIFITPKIIKNDLLR............ 693
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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