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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1060841 ACE1MM RS11550 WP 062739026.1 MKSMRRLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTIRARVTEGLSLAAAAKVVVADNAANATGD....LS... 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LS... 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPS... 69
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA... 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAA... 68
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NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHA.....SKYVKSVKVT..EASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA.VP.A 144
NTDB id 1060841 ACE1MM RS11550 WP 062739026.1 .........NGYT.........QPSGMKNVSSISIASN...TGAISIAYNS.....NVAASGANVVTLTPLDGTSAVSAT 127
NTDB id 1424 RS RS02795 WP 011000517.1 .........VGSS.........VFTPTKNVANLTIAGTGTVPGQITVTYTT........AAGGGTLALVPTAAGTALPVS 127
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .........TAGSSCVGVQEISASNATTNVATATCG..ASSAGQIIVTMDT.....T..KAKGANITLTPT......... 122
NTDB id 1274 LPP RS09530 WP 011214168.1 .........TGYV.........SPAATPNVASIAIG..A..NGVITITY.T.....A..AAGGGTIVMTPTL........ 110
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........TGYV.........SPAATPNVQSIAIG..A..NGVITITY.T.....A..AAGGGTIIMTPTL........ 110
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NTDB id 1188 NELON RS01755 WP 003772458.1 ATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1060841 ACE1MM RS11550 WP 062739026.1 TPPTNPIKWVCQTANSTS.......VTNVQKGTLASKYAPAECR. 164
NTDB id 1424 RS RS02795 WP 011000517.1 SAPSGPIMWTCYAQNKAQAASS...VAPSGTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .YASGAVTWKCTT..................TS.DKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 .QANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .QANGDVTWTCTG..................GTLLAKYRPASCRP 136
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