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NTDB id 1060338 ACF8MK RS09335 WP 392536415.1 .............................................................MLVKKAAFTLIELLVTLLV 19
NTDB id 1282 ACE17W RS10880 WP 010946369.1 MNKVITESQKFTLRNIANMLFCVESSVLPAQSNIAQKIQTQGIMYNDLCKDSFDTEAPLNSNPLSIAGFTLVELLVTLSV 80
consensus ************************************************************* ** !*!!!*!!!!!! !
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NTDB id 1060338 ACF8MK RS09335 WP 392536415.1 LCVALVIALPALSNMLMNNRLTAYTDMFVNALNYARNNALNESMNVIVCPFGAAQSTTCGGNWGAGWIVVTQPTAGAGIL 99
NTDB id 1282 ACE17W RS10880 WP 010946369.1 FAIILTLIVPSLRTMILNSRLTSNIDSLVSSLNYARGVALDRAVNVAVCPLGSPGSTACGANWSSGWIVVTQPVAGAPTL 160
consensus ** ! * *! ! !**! !!! ! ! !!!!! !! *!! !!! ! * !! !!*!! !!!!!!!! !!!* !
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NTDB id 1060338 ACF8MK RS09335 WP 392536415.1 LQSQQFFPSDPTLSGTVARVTFDPHGLTSTPSNFKFCDSRGGTFARSIEVLATGFVQSGSTPGQAVWDNSALACP 174
NTDB id 1282 ACE17W RS10880 WP 010946369.1 LKSHQTSVNDPVITSNVSSVVFDPHGLSTTQSNFTMCDNRGNAFARSAMVLATGFVQSGTTPGQAVWNNGALNCP 235
consensus ! !*! * !! ** ! ! !!!!!!**!*!!! !! !! !!!! !!!!!!!!!!*!!!!!!! ! !! !!
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