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NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 MEIFCFFLGILYLYTSNYFLPLINLLIFYLSPKYSIIGFFILGIVFAWLHQSLALPKGIATINPLSKHGTGVHASVHEDL 80
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDT.................. 62
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDT.................. 62
consensus !!!!!!**!*!!*!!*!**!*****!*!!**!*!*!**!!!*!**!!**!!****!!!****
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LEGTIAS IPTMQDHRFPTNKTQFLHLFALI EQKYIDNHNLNPAQGL IQLSNWYKNNKAPPKVLHRSAGQRWRQFLTS
NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 SILPMTQWFSAVAFQKRSIEVIPKVTIEGTIASIPTQDFTKTQFLLALEQYDHLPAQGLIQLSWYKNAPKLHSGQRWRFT 160
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ...................QVITQAQLEGTIASIPMQHPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLS 123
NTDB id 1246 GCO85 RS03350 WP 061470007.1 ...................QVITQAQLEGTIASIPMQRPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLS 123
consensus *!!*****!!!!!!!!*! **!!!!**!*!*****!!!!!!!!*!!***!*!**!!!!***

logo VKLKRKPRNYFHLRNPGSGMFDNYVSRSYLAARHI FHWTGYI LRPYGQRENNKLLITSENSQPSPNSFSWLARTLREYKLI SGTDQALTQKLAPNDQTSETAGVIVI EALTLNLV
NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 VKLKRPRNYLNPGSMDYVSSLAARHIFWTGYILPQENKLLTESPSNFSWLRLREYLSTQLTQLAPDQSTAGVVEALTLNL 240
NTDB id 1285 ACE17W RS10850 WP 010946363.1 VKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNNKLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNV 203
NTDB id 1246 GCO85 RS03350 WP 061470007.1 VKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNNKLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNV 203
consensus !!!!*!!!* !!!***!!**!!!!!!*!!!!!** *!!!****!**!!!! !!!*****!!*!!!***!!!**!!!!!!*
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NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 TSHISQENWDLFRRTGTTHLFGISGEHIALISGMIYWLVRWLWRKSARCCLLIPAPYVACIMGLLAAVCYAFLAGFAPPV 320
NTDB id 1285 ACE17W RS10850 WP 010946363.1 THHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFIVMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPV 283
NTDB id 1246 GCO85 RS03350 WP 061470007.1 THHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFIVIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPV 283
consensus !*!!!***!*!!!!!!!*!!!!!!!!!!!!*!!******!!*!****!!!!**!! **!*!*!!!!!**!!!!!!!*!!!

logo QRAL IGCFVFLYTLIYRALIGKLQRFSTTPWQVIWRYALFGLVLC I EPHAVFMLQGFYFSF ILAVACLLLTQHQRWQPLKGNYKGKNTLTAI
LQLSCL I

NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 QRALIGCFFYTLYRLGKLRFSTWQVWRYALFGVLCIEPHAVFMQGFYFSFIAVACLLLTQQRWQLKGYKGNLAIQLSCLI 400
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLI 363
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIEPHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTLQLSCLI 363
consensus !!!!!!!**!!*!**!!*!!**!!*!!!!!!*!!!!!!!!!!*!!!!!!!*!!!!!!!!*!!!*!!*!!**!**!!!!!!

logo GLMPLTLYHWYASYGS INGF ILANLFSAIPLVGSLFL IVPLAL IMTMTI FTCSSPFLWSHFWASGWLI LMKLPLALWL IVALLFLKQGLNTLYI
VEHQLIASGININTGWS

NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 GLMPLTLYWYAYGSINGFIANLFAIPLVGLLIVPLALITMTFCSWSFAGLLMKLLALLIALLFKGLNLIEHLASININGS 480
NTDB id 1285 ACE17W RS10850 WP 010946363.1 GLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLALMTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWS 443
NTDB id 1246 GCO85 RS03350 WP 061470007.1 GLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLALMTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWS 443
consensus !!!!!!!*!!*!!!!!!!*!!!!*!!!!**!!!!!!!*!!**********!!!*!!*!*!!!**!!***!**!*!!!**!
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NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 IQGMEWVIILMGVLLMWVLLPIKPFQWIAPLWVLLAVFPHQTLRSPGEAVIDVLDVGQGLAVVVRTQNHVLIYDTGDRFF 560
NTDB id 1285 ACE17W RS10850 WP 010946363.1 ITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYF 523
NTDB id 1246 GCO85 RS03350 WP 061470007.1 ITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYF 523
consensus !************!***!!!!*!!!***!*!!**!**!!**!***!!!!*!**!!!!!!!!!***!!*!!!*!!!!!**!
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NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 QGNDLGKMVILPYLKTLRVNKIDAVVISHPDKDHRGGLNSLEKGVLVAQRLVNEPFYYNNHGVRCHDYPPWRWDNIYFRF 640
NTDB id 1285 ACE17W RS10850 WP 010946363.1 QGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYK.RGSNCHSYPQWQWDGVSFRF 602
NTDB id 1246 GCO85 RS03350 WP 061470007.1 QGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMQINQLIVNDPYFYK.RGSNCHSYPQWQWDGVSFRF 602
consensus !!*!!!*!*!*!*********!!**!!!!!!!!!*!!!!!!!!** **!**!!*!**!* *!**!!*!!*!*!!***!!!
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AAEDEYL IVRTNYGGSEQLASDEVI L IVVPHHGSKTSSSYRFLLEVANPRLYAIAS
NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 LPITTHFKNKNNNSCILQISTSAGKVLLTGDIEKIAEDYLIRTYGGELASDVLIVPHHGSKTSSSYRFLLEVAPRYAIAS 720
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIAS 682
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEEYLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIAS 682
consensus !!!***! *!!!!!!!!!*!*!!!*!!!!!!!!!*!!*!!*!*!!**!!!**!*!!!!!!!!!!!!!!!!!!*!*!!!!!
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NTDB id 1060336 ACF8MK RS09305 WP 392536410.1 LGFDNRFHFPHAKTLARMKSLNIPFYRTDHCGMTQITLPVQGEIKSPICFSGLKKV 776
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKLPASGKINKPTCMQAV... 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKLPASGQVHRPSCMQAN... 735
consensus !!!!!!!*!!!*!!!**!!*! !*!*!!!*!!!**!*!!**! * *!*!****

X non conserved

X similar

X ≥ 50% conserved


