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NTDB id 1060333 ACF8MK RS07240 WP 392538930.1 SADLGMETTQAVLKQLAESLARKQLSDGNAVYDALKFHLQAILSQNSYPLTLETADHSPFVILMVGVNGAGKTTTIGKLA 142
NTDB id 1118 NGFG RS11455 WP 003696286.1 TGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLP.ETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 1060333 ACF8MK RS07240 WP 392538930.1 KQFQQQGKKVMLAAGDTFRAAAVEQLHVWGERNDIPVIAQHTGADSASVIFDALQAAKARKIDILIADTAGRLHTQGNLM 222
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NTDB id 1060333 ACF8MK RS07240 WP 392538930.1 DELKKVKRVLQKLCPEAPHETMLVLDASIGQNALVQARQFHEAVGLTGITMTKLDGTAKGGILFAIANELGIPFRYIGIG 302
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
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