
logo MRKQAELHPRTAVINKATQKNKQSKKRARSTDALLWLAAHNFPEAFDNSLR IRPLKIG IMDSDI LLQHADEKNAAEEQQVGI
VSKSKLREAVVL

NTDB id 1060332 ACF8MK RS05845 WP 392538550.1 MRKQELHPRTAVINKTQKNKSKKARTDALLWLAAHFPEAFDNSLRIRPLKIGIMDDILLHADNAAEQGISKSKLREAVVL 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !!!! !!!!!!!!!! !!! !!*!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!! !!* ! !*!!!!!!!!!!!

logo FTRRLDYLACLKALREMVRIDLHGNPVVAGEVSTEEEAEHNAASMVKIKKRVEKSVKRNARKQVLVNTAEKATAPNHQSVSYSVNSNQQNPSTSTFVQSASKVKPMTGNQS
NTDB id 1060332 ACF8MK RS05845 WP 392538550.1 FTRRLDYLACLKLREMRIDLHGNVVGEVSEEEAEHAAVKIKKRVEKSVRNARKVLTEKTPNQVSSSQQNTSFQAK..TGQ 158
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNS 160
consensus !!!!!!!!!!!! !!*!!!!!!!*!*!!*!!!!!*! *!!!!!!!!!!*!!!! * ! *!* *!*** **
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TYPLVRSSTYANSTLQNAVAPAMQPSAKRASPTASVMVVKHNKATPTKRQYDPDAVVARLKEKLGLSRKSALEDEKKETVI
TE

NTDB id 1060332 ACF8MK RS05845 WP 392538550.1 PSLPAEDHFPTYPVRSSTYNTLNAPAQPARATAVMVKNKTTRQYDPDVVARLKEKLGLSRSLEEKKEVIE 228
NTDB id 1286 LPP RS00740 WP 011212783.1 FDSHPEPLLPIYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus * *!** ! !!*!!!!! * ! * !*!* * !*!!*! **!!!!! !!!!!!!!!!!! !*!!! !
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