
logo

MA
M
A
M
S

A
M
R
S
G
I
L
VNKVI ILVIGRNVLGNQVRDPDEMVRTYLMPSNGDGNEAVTACTNI

F
L
T
S IVATSEASTWKRNDRKMANTGQEKQRKQRVEKVRTEWHNRVIVTCFLMF

Y
G
N
R
R
K
Q
L
G
AEVIAGEQYVLKRKGGSQKLLVYVIL

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1060327 ACF8MK RS02725 WP 265702134.1 .MARGINKVILIGNVGVDPDVRYLPNGNAVTTLSIATSEAWKDKATGEKQERTEWHRVVCFNRLGEIAGEYVRKGSKLYI 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAP.....SHP 147
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAP.....SHP 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.PA...QGGMNVPAQ....QGSWGQPQQPAKQH..QP 150
NTDB id 1060327 ACF8MK RS02725 WP 265702134.1 EGSLRTRKWQDQQGQDRYTTEIVAND....IQLLDSKGAGSSS........FDEMPQA.QF.........AP....SNQS 133
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDF.GGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQS.APQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1060327 ACF8MK RS02725 WP 265702134.1 AAR.....QQPAQVPQDAFDQLDDDVPF 156
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRP.QPAQKPAAQAEPPMDNFDDDIPF 180
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