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NTDB id 1060319 ACF8MK RS00040 WP 392537650.1 .................MMSRTQRIGYIPKIMGFICSLLLVACSSDNDDLRQYINEVKHRKTREIEPIPTFSPLPTFKFP 63
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQTLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFP 80
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NTDB id 1060319 ACF8MK RS00040 WP 392537650.1 DNGDRRNPFKPITQKKEQVDVNAPDKNRRKEPLEAYPLDALKFVGTLRQGSELWALIKLPSSDITHVRIGNYIGQNYGRI 143
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ENDDRRNPFKPIDQKK.RNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRI 159
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NTDB id 1060319 ACF8MK RS00040 WP 392537650.1 VSIKNDSIQLIETTQTSGKWEKRRTTIELYTGK.. 176
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ILIKNDLIKLEETVQKSGTWEKQSTTINLDTGKQE 194
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