
logo MTSYSSPSQSKRKRSRTALVATLTRNTEYFSPFGNKLVAQGSGHYVDNATEQLMRQAL IVEQSVKRKSTGRPSLPTEEVLEKAS IVTGQREQLSPELLRQYKKNQQLFELK
NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 MTYSSPQRRSTALTTRTEFSPFGNKLVQSGYVNTEQMRQALIESRKSGRPLTEVLESITGQQLSPELLRQYKKQQLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !!* **! !* ! !!!!!!!!! !*! !!*!!!!* *!*!!*!*! ! *!! !!!!!!!!!!!*!!!!!!

logo

I
VLYGVDEFSLVDPEVANPS IAGNTQTMQMAGENL I EGRTFLFIPLVDI

TCRRFHKRFLLVPLASKQHQEDGQDTPPSVLVAMVADPDNLAEAQSDDELNR I LRPVKQGFLAELQR
NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 ILYGVEFLDPEVNSIGNTMMGNLIETLIPVDICRRHRLVPLSKHEDQTPPSVLVAMVAPDNLEASDDLNRILRPQGLALQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!* *!!!! *!* !* !! !*! !!!** *!! *!* !!!!!!!!! !!!! ! !*!!!!!!* ! !

logo RLMVI
VTQDEDFYNQQL ILENQYLYADEIMRAEEVRWEQAAQEKHKLRDEQEKRAFLDTDKI

LNDQDLLTDE I
N
L
VGNS ILDLMANDLAGEPDEEKEMDEAVDLNAGALADMSKNDGAENDQAPVINLVNKR

NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 RMVITQEDYQQLINQYLDEMAVRQ...KHLEQEK.FTDINQDLENLGNLDLADAPEEMEADLGAAMKGAEDAPVINLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!*!!*!**!!* !! *** * *!!** *! * *! *!* *** * ! * ! !!!!!!!!*

logo I LAKALHQEGTVSDIHI
VEPQEENTLR IRFRKDGVLKNEQAFDPLPKRKI ITPAVTVARFKI IMADNLMDIAERRLSPQDGKR IRR I

M
F
Y
E
QGRKVD

NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 ILAKALHEGVSDIHIEPQEENLRIRFRKDGVLKEAFDPLPKKIIPAVTARFKIIANLDIAERRLPQDGRIRRMFEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!*!! !!!!*!!!!! !!!!!!!!!!! !!!!!!*!! !!! !!!!!*! *!!!!!! !!!!*!!!** !!!!!

logo FRVNTLPSRYGEKVCVLR I LDNSASTQLGLDFKL ITDNPETLHQI
TVQRDELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNDSPEGI

VNI
NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 FRVNTLPSRYGEKVVLRILDNSSTQLGLDKLITDPETLHIVQDMVSRPFGLILVTGPTGSGKTTSLYSALSEKNDPGINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!*!!!!!!! !!!!!! !!! !!!!* ! ** !!*!!*!!!!!!!!!!*!*!!! ! !*! ! *!!

logo

N
STAVEDP I EYASLPGITQVQVIREKGLMDFASNTAI LRAFLMRQDPDVI

LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!!!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo RLDGEMGI
VEPFMVSGSSL ILGVLAQRLMVRKRVCSTECR IAPYHTPSTKTEELASRFYGLSASGSDEVAVI

VTFYKANSLSTLPDAE I
S
A
H
E
LAKRQTKGNNQLCQS

NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 RLGEMGIEPFMVSSSLIGVLAQRLVRRVCSECRIPYTPTTEELARYGLSASSDVAITFYKANSLTLDASAEAKTKNQLCS 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!!!!!! !!*!!!!!!!*!*!!*!!!!*!*!* !!! !*!!!!! ! *!!!!!!!!**! * !* ! *!!



logo KCNSGSVGYKGRCVGVYEVMRNVSTERTI
L
A
Q
E
TL INEQDGAPTTDER IKDECVAI

VEEGMI
KTLLAYSLDNLVQREGSYTTLEEVERVTFTDTGLEASELM

NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 KCNGVGYKGRCGVYEVMRVTETLQTLINEDAPTERIKEVAIEEGMKTLLAYSLDLVREGSTTLEEVERVTFTDTGLEAEL 636
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus !! ! !!!!!*!!!!!!! *! * !!! !*!*!!!**!*!!!! !!!!!!! !! !! !!!!!!!!!!!!!!!!! !*

logo

K
RAKRKSTAGLTCRSTCADAETLKQQEWLDCPYCMTSRFS

NTDB id 1060301 ACFFRD RS20910 WP 392477152.1 KAKRKTGLTCRSCDATLKQEWLDCPYCMTSRF. 668
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
consensus *!!!!**!!!!*! ! ! !!!!!!!!!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


