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NTDB id 1060299 ACFFRD RS13605 WP 114085264.1 MVQKFNRLFGKSNKGVGIELAPERVNVVQLRKQRQGLKLETFTSVAVPEGVVTDGQITDPAAMAQLIQQALAESKIKTTR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! *! !!!* !!!*!* !!!!!! !! ! ! !! ! * *!!!* *! ! !**!*! *!! ! ! ! !
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M
I
LPVPATELDDEKNELRDEMVLNHEAAGLYLPYPREEAVDLVDYQKLDGLYFEVDEDGI EKVHQVLLVATRKRE I

VTDSTY
NTDB id 1060299 ACFFRD RS13605 WP 114085264.1 VATGVPGRDSIVRIIPVPTELDDKELREMVLNHEAGLYLPYPREEADVDYQKLDYFVDEDGIEKVHVLLVATRKEITDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!*!! !* !*!**!!! !!!* !!!*!!!!!!!*!!!!!!!!! !*!!!!! ! !!!!!!!!*!!!!!!!*!*!!*!
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VDVLE INSFAL IRTIREQLRQFGPSQREAAVLVDI EFDSTE IA I IVDNGVPQFSRTVP IGTYQMQNTALASRAMNS
NTDB id 1060299 ACFFRD RS13605 WP 114085264.1 ISTFEQAGLQIDVLEINSFALIRTIREQLRQFGPQEAAVLVDIEFDSTEIAIIVNGVPQFSRTVPIGTYQMQTALARAMS 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus * !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !! !!!
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LLLAGPGGGL IQQLD
NTDB id 1060299 ACFFRD RS13605 WP 114085264.1 LPTSRDMELLHGMIIPPTPLDGGKTGVTEIDPGMAAILRVLGELTDELRRSIDFYLNQSENLEVAQILLAGPGGGLQQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! *!*!*!! !!*!* ! ! ! * !!! !**!!*!!!!!!!!!!! !!!!!!! !!* !*!!!!!!!!! !!!
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NTDB id 1060299 ACFFRD RS13605 WP 114085264.1 EFFTQRLSLPTTQIDPIGSLSLEVDTDKYPQVQRSGLAIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!*!! !!! ! ** ! * ** * !* !! !!!!!*!!
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