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NLKRVMVIDDSKTIRRTAETLLKQREGACDEVI

VTAVDGFEALASKIADEAQNRPDQI IVFVDIMMPRLDGYQTCAL I
NTDB id 1060274 ACF3M1 RS03670 WP 096208253.1 MTSDDKPSAGSLDGLRVMVIDDSKTIRRTAETLLKREGADVVTAVDGFEALAKIADQRPQIIFVDIMMPRLDGYQTCALI 80
NTDB id 1047 H0N27 RS03110 WP 000389061.1 .......MEDAFQNLKVMVIDDSKTIRRTAETLLQREGCEVITAVDGFEALSKIAEANPDIVFVDIMMPRLDGYQTCALI 73
consensus ******* !*!!!!!!!!!!!!!!!!!! !!!**!*!!!!!!!!! !!!* ! !*!!!!!!!!!!!!!!!!!!

logo KNNSQNVFYQRNI
TPVIMLSSKDGLFDKQAKRGR I

VVGSDEEQYLVTKPFSTKRDEELLDNAIRNTHVNSAS
NTDB id 1060274 ACF3M1 RS03670 WP 096208253.1 KNNQVFRNTPVIMLSSKDGLFDKARGRIVGSEQYVTKPFTREELLDAIRTHVNA 134
NTDB id 1047 H0N27 RS03110 WP 000389061.1 KNSQNYQNIPVIMLSSKDGLFDQAKGRVVGSDEYLTKPFSKDELLNAIRNHVSS 127
consensus !! ! * ! !!!!!!!!!!!!! !*!!*!!!* !*!!!!***!!! !!! !!
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