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NTDB id 1060243 ACF3N8 RS10735 WP 009383578.1 ....MGYIIRRGDMVVRPVFIGHIPSHQTEVMRYSKHHEIVDSRVRRIIERSCKFYGDTYLGRKMQTKRLTEISNKTPIL 76
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPIL 80
consensus ******!*!!*!!!!*!!*!*********!**!**!********!**!!!!!!!!!!*!!!!*!**!*!*!*!!*!*!!!
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NTDB id 1060243 ACF3N8 RS10735 WP 009383578.1 LTPLFPTYFFPTHSDRSFENTWINIHYLEDIKPLKGAKCKVYFSNLESINVNISYHSMRHQYMNCIYYYYLMDKHARLLK 156
NTDB id 39 MW RS04875 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
NTDB id 23 SA RS04995 WP 000287265.1 LTPLFPTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMIS 160
consensus !!!!!!!!!!!!!!!!**!!*!*!*!!*!*!!*!!**!!!!*!*!*!!!****!!!!**!!!*!*!*!!!**!!**!***
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NTDB id 1060243 ACF3N8 RS10735 WP 009383578.1 NDPDNSIDYSKSQLNLFEALTHYSILQS. 184
NTDB id 39 MW RS04875 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KNPDQPIDYNKATLNVFEALTRYSLFEDK 189
consensus **!!**!!!*!**!!*!!!!!*!!*****
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