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NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKV.LEYGENVDQEL....LLGDIADISGCR.....NPAVFMERY...FQIDDAH..LE 65
NTDB id 1060242 ACF3N8 RS09450 WP 009381718.1 ..MNQNLLLKLSYAHFSTRDIYKLLLQFHLSLDDELEIHNFFGDAPEDIPFQWK.........KKYQRFQTINIDHIRRN 69
NTDB id 25 SA RS06185 WP 000593194.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGR.......KKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKE 71
NTDB id 40 MW RS06080 WP 000593192.1 ..MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGR.......KKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKE 71
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NTDB id 525 SMSK321 RS06295 WP 000705298.1 KEFKKIPSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFP...KVAVVGSRSCSKQGAKSVEKIIQGL.ENELVIVSG 141
NTDB id 1060242 ACF3N8 RS09450 WP 009381718.1 LELDHIHVLSIEDQLYPENLREIYDAPLLLFVKGNLDCLKGLSQRGLSIVGSRNATEYTRRALDVICPEFKTLNLVIVSG 149
NTDB id 25 SA RS06185 WP 000593194.1 LQKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMH..HLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSG 149
NTDB id 40 MW RS06080 WP 000593192.1 LQKLKVSYITYMDSEYPVLLKEIYQFPLLLFYKGNIKLINNMH..HLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSG 149
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Y
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L IV
NTDB id 525 SMSK321 RS06295 WP 000705298.1 LAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIV 221
NTDB id 1060242 ACF3N8 RS09450 WP 009381718.1 LAKGADACAHEMALKHQLNTVGVLGFGHQMHYPKETLDMRHWIETYHCTISEYPPFTKIAKFRFPERNRIISGVSNGVLV 229
NTDB id 25 SA RS06185 WP 000593194.1 LAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLI 229
NTDB id 40 MW RS06080 WP 000593192.1 LAQGADAMAHQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLI 229
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NTDB id 525 SMSK321 RS06295 WP 000705298.1 AEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.. 282
NTDB id 1060242 ACF3N8 RS09450 WP 009381718.1 TEANQQSGALITIDQALDQNRNVYVLPGSMFNELTKGNMKRAKEGAKIVTEASDILEDYLTIS 292
NTDB id 25 SA RS06185 WP 000593194.1 TEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI.. 290
NTDB id 40 MW RS06080 WP 000593192.1 TEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI.. 290
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