
logo MKI L IVEDDFRVIAEQASLAKQSAELKNKWNQLYEGAVEI IVVETNQFDNDHI LVDSDI FYNVKQHPDQI
P
H
QL IVLLDINLPSTFLNGFYHYWCQE IRKTVSNVP I I F I SSR

NTDB id 1060220 ACF3N8 RS02760 WP 009382397.1 MKILIVEDDRVIAQALKQALNKWQLEAEIVTNFNHIVDDYVKPDIHLILLDINLPSFNGYYWCQEIRKVSNVPIIFISSR 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!!!!!!! !!! ! ! !!* *! *! *!* * **!*!!!!!!!* !!**!!!!!!! !!!!!!!!!!!

logo

I
SDNSMDKQI

VMAI EQMGGDDFYI EKPFDNLMS
T
L
VTIASKIQALLRRTYDFLNSAVATNSDHHSLDTVKQGCKTL IVLVDEEAGKLVVYYDQDEQNVIDQLSTFLTELQI LVHK

NTDB id 1060220 ACF3N8 RS02760 WP 009382397.1 SDSMDKVMAIEMGGDDYIEKPFDMTVTISKIQALLRRTYDFNATSHHLDVQGCKLVVEEGKLYYDDQVIDLTFTELQIVH 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus ! !! *!!! !!!!!*!!!!! ***!! !!!!!!!!!!! **! ! !! !***!*!* ! *! ! !* !!!!!**

logo

L
QLFKQNEDGKQYVSRNTAKL I EKTCWESEHNF IDDNTLAVNMTRLRKKLKNSTIGVNQDFL I IQTKKNMVGYKV

NTDB id 1060220 ACF3N8 RS02760 WP 009382397.1 QLFKNEGQYVSRNKLIETCWESEHFIDDNTLAVNMTRLRKKLKSIGVQDLIQTKKNMGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !! !! !!!! !!! !!!!!*!!!!!!!!!!!!!!!!!! *!!!*! ! !!!!*!!!!
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X ≥ 50% conserved


