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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 .....MTERNEDKLFVSGRPIVSIFHNEDNLYSILKVKIKSTNTTYTDKEGIIVGYFPKLSTDESYTFYGQLKNHPRYGQ 75
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 QFAVDTFVRDKPDSVKGVVHYLSSDLFPGIGPKTAQTIVKKLGENALQKILDSPDVLKTIPRLTKEKRDTIINGLQQNHG 155
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 MERIMVQLNEWGFGPQLSMKIYQNYREETLEKLNDNPYRLIEDVEGVGFGRADELGSQLGIEGSHMDRMKAGILYLLNQA 235
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 SLSEGHIFVPTDQLLEDVKQLLEKSQAVEM..EYDALAKAVIELGEESKVVVEQNRVYMPSLYFSEVGIATKTERLVQAK 313
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 ..FKGFKKKLINESLSSIEADFGVTYAPTQRKAIEMALNNQISILTGGPGTGKTTVVRAIVELYADLNGLSLDPKEWAKE 391
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK. 399
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 GKPFPIALAAPTGRAAKRLSESTGLPAMTIHRLLGFTGQDT.EDTEGRPVEASLIIIDETSMLDCWLAHQLLRAIPETSQ 470
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 VVLVGDQDQLPPVGPGQVLKDLLASGRLPVVELQDIYRQADGSSIIELAHAMKSGKTTQDLLSKTKDRSFIPASADQIPK 550
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 VVEQVVSSALAKGFTIRDLQVLAPMYRGPAGIDALNKMIQEMVNANPDGTRKEMVFGDAVYRIGDKVLQLVNQPESNVFN 630
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNP.PKEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 GDMGEVISIFKANENVEKKELMIVSFDGIEVTYEKSDLGQLTLAYCCSVHKSQGSEFSMVILPITRGYMKMLRRNLLYTA 710
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 ITRAKNYLILCGDPQAFQIGIERNDDNLRFTTLIERLSPEAEPMEPVEGQTYELTEDTLLSINPMIGMEGITPHQFMTQD 790
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEAL..QKELPFSVHDANIGMEGITPFDFMKEE 796
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NTDB id 1060172 ACF3OH RS07790 WP 392453952.1 VDS 793
NTDB id 355 BSU 27480 NP 390625.1 QQ. 798
consensus *

X non conserved

X similar

X ≥ 50% conserved


