logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NTHI RS01950 WP 011271972.1

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NTHI RS01950 WP 011271972.1

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NTHI RS01950 WP 011271972.1

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS07725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SWVLT I CDKRL AALLDACLL TDEELXRRAL ERHREV SLAEVLVD LLSERRIAXRT | EDRF. | LVELHRVE I KWV

ALLTTAEKAKELKAI FALDEEACVVRVAFLN LDTLSLEEVEDLT LVVENNYRT TKSAFLYALAKHY "TEL LI\

ECOKDLKL CELL LXK | SREALEEALVEREKT CDLLCRILVRK LI "EEALYRALAEQRK LEFLESTECIVI'DI "SAALLL

[eNoNoNoNoloNoNoNoNoNo leNoNoNoNoloNoNoNoNoNe

[eNoNoNoNoloNoNoNoNoNe



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

LRSDALRY AV 1 FONCEVEWVVLSD RHKEAVARL LNRIPARFYLAL TQAWEE L FRRAYIHQKNRL CEVLVRECKL SREXLC

SGL RS13950 WP 010873510.1 MTSSSS
TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQONGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL
NTHI RS01950 WP O11271972.1 e e e e e e e e e e

1060136 ACF30J RS03645 WP 31183543 2. 1 .. e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

A1552VC RS11070 WP 000957200.1 o e e
DSB67 RS12665 WP 010643259.1 . . e e e
VP RS12240 WP 00B479695.1 e e e e e e e e
NGFG RS09235 WP 003689817 .1 e e e
GCO85 RSO7725 WP O11946523.1 e e
ABD1 RS01615 WP 001274986.1 e e e e
ACIAD RS01685 WP 004920473.1 . e e

kF%rEéﬁE?TEEEé L‘Rétvgh VL%F
SGL RS13950 WP 010873519.1 SKKSRAVALRNYF.PFGNEAGG;.DA ELRQA

K
VQV R

TT RS08215 WP 011173991 .1 KEALEVQKGLPRAKPHGEBRUELCEARPEDVEEANQKQ RGGR EDT

NTHT RS01950 WP O11271972.1 o oo

1060136 ACF30J RS03645 WP 311335432.1 ......... MSDYDPIRISYMQHKWCEPERIREVQISAQKKRGEFLQQ

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

A1552VC RS11070 WP 000957200.1  ........... MLEINIHVARRSRQAE ATNEQAVMTQVSASETSMPEA
DSB67 RS12665 WP 010643259.1 ........... MLENBSTMIRRQAG FSWMEESLEEQVEASEISMPEA
VP RS12240 WP 005479695.1 ........... MHSNIBRSTEBR QK G FSWNEESLEEQVEASEISMPEA
NGFG RS09235 WP 003689817.1 ........... QNQ VERAEHYY.NESQAEKEMLPM
GCO85 RS0O7725 WP 011946523.1 .. .MALATEEYRLQGHEGQ LEKEEDKTKAIELHKLAAAEKIEELQY
ABD1 RS01615 WP 001274986.1 .. .MSALHTSPKFMGFFRRIRYEEKHMSAATMQTABDAARRAKQDTVAY!
ACIAD RS01685 WP 004920473.1 .. .MSAFTTPPKFEGFIRRQIEEGYMNAQEMQQABEKARKFKQDEVPY

* * ok ok * ok % * * * * * ¥ kokokokok

=1 " EXB oo
SGL RS13950 WP 010873519.1 S PEVAPI.TQQMAE.IGRFFPL T CRI3 KFLPLAQQEGDPPS IR A VDPDN AFNQI)
TT RS08215 WP 011173991.1 Y| PEEDPPD ..... PGAPLWMLPEQMCRIMGVFIZHRLE[E. . . NRIAV)HLMKDI5R I\ L./ \H)
NTHI RS01950 WP 011271972.1 N BAg @ BOFH G

NS L IAURA

el gﬁSEBEELléﬁgﬁé\L R ”RLE\IZA sQ N cAeDssRFATIL (VELXIFAE

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GC085 RS07725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

* kokokkok okkokkokkok ok *  kxok

32

[leNoNoNoNoloNoNoNoReNe)l



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

1410
1028
1366

1060136 ACF30J RS03645 WP 311335432.1

1168
1401
1293
1110
1251
1058
1018

consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NTHI RS01950 WP 011271972.1

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NTHI RS01950 WP 011271972.1

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
NTHI RS01950 WP 011271972.1

A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO085 RS07725 WP 011946523.1
ABD1 RS01615 WP 001274986.1
ACIAD RS01685 WP 004920473.1

sebeeblinYompes Brbe ptn ol slEmeeneal B Y¥§5¢N&L )l

QDDFNQMEEQ Y@ IREEWEAAQE KRDQERAL.K.NDLTEIVGSIDMNLGEDKEDVDNAL.SNDA
EAAJTKIBIERF)EKAELSPIAKIEF . ... .......... AK........... KQA.EEVPSPLELDE
SSQUKEMBQQETPHQMQVIBEQ . - . o o v e e e e e e v ...........

IGVE AIRIED Hf@lG VG GMES VFEDENQEQDLBAES . . . . . oo
HRAMQAAMRRIBMRSIQGAANQGK.EISQ. . BEMANLVKV
FREMTAARRRIB@RSLGQEKSGLK . EINQ. . BEMAGLVEI
FREWMSTARRRIBRSLSHBKSGLK . EINQ . . BEMASLVINV
DDQMAGIMEDWIGSRSTSL . .LQBL. . .. ...... GEGQEE

TDKIRSAJRIDNELTAKESQGLSEYV. EDSGDL.G EISAN............
HHKISEKMBG OHBBEEESSFPFNDE. . . .EFD. . .JADVNLW®G. . .. ....... PTAQEDEEBAP QG/)= P
E .ELD. DVEVDP ........... HTTlDDDE DK LKA

HDKIRERIBBSEHEBVEETHFNFDT)
*  kk  kokk * kokok ok kokkok ok kokokok |

AR ) R sl DR

M o] 'DIAE:REPQDG I S{Ne |4 DFRV|
.EGATIDM LI

.

| [MJAGESD IH\YEPWEINYAR R RIADG LNI
FLQDJNhRR: TIAZREND VQUAILIH IDIEAIMRPYST .

RISGASDIHFEPYERWIYRVR

RIMGASDIHFEPYEIMNYR RISR{®DG
L
RISGASDIHFEPYE|QUYRVR|®

—E e ke e e e e o e

ko kok DUk Dok kxk PRI * *x  kk

T Tue R0 e e T TR s

RSN
GEK [@LR LDNS ATQ. TGPTGSGK |y LY
GEK.V TGPTGSGK |3 m
I TGPTGSGK SLYT L |ULNTP

GEKIVLR LDSSEA TGPTGSGKTVSLYTGLEILNEP
GEKIVLR LDSSEANLMIDINLG
S

sokok kok Dok Dok Dok D DT Dokokokokokokok * k% | % |

TGPTGSGKTVSLYTGLIILNT
GEKIVLR LDSSEABRLINT INLG TGPTGSGKTVSLYTGLILNJSP
GEKIVLR LDSSEASLMIDIMLG TGPTGSGKTVSLYTGL K
TGPTGSGKTV LYT L
TGPTGSGKTVSLYTGL

TGPTGSGKTVSLYTGL

STEPTEIAGEK V R LDS[EFIAIMLET JLG \Q ¥9Y: LIJA (NRPQGM
] LPTL GEK VLR LDJ¥SBANLETDELG
| LPTL GEKIVLR LDjg SAMLGIDALG

klokokok D1 kokok |okokk *  Dkk x kok kk ok Dk |okok

L
L
L
L
GEK V R L SMABLNIDNLG |SPIQKELELEA ERPEGM L TGPTGSGKTVSLYTEL
L
L
L
|

244
518
133
191
193
193
193
183
202
197
197

322
595
211
269
271
271
271
262
280
275
275

402
675
291
349
351
351
351
342
360
355
355



05 e s E TS bl

NTDB id 1410 SGL RS13950 WP 010873519.1 482
NTDB id 1028 TT RS08215 WP 011173991.1 755
NTDB id 1366 NTHI RS01950 WP 011271972.1 E l N GLF 38R FLRQDPDIIM GEIRDIE AJ§TA AAQTGHLVLSTLHTN|)ANEYN 371
L) IR N0 L TN R TR Yo e T N e O KT At R R R KT/ K P - DP VE INLPGINQV | VNIKEGLFAMAL '« FLRQDPDIIMVGEIRD T EIA KAAQTGHLVLSTLHTNDpNpE T 429
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EDPVEINLEGINQVQV PK Gig¢/FAIMALRSFLRQDPD MVGEIRDLETAEIA KAAQTGHLVLSTLHTNFAAET 431
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EDPVEILPGINQVQV PK GIYEFARALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNFAAET 431
NTDB id 1293 VP RS12240 WP 005479695.1 EDPVEINLEGINQVQV PK GielF AINALRSFLRQDPD MVGEIRDL TAEIAIKA QTGHLVLSTLHTNFAAET 431
NTDB id 1110 NGFG RS09235 WP 003689817.1 EDPEINLPGINQV VNEKGLFAAL SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VSTLHTNAT 422
NTDB id 1251 GCO85 RSO7725 WP 011946523.1 EDPVEI{ PGINQV NPKHGLWF [€ALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNFAAET 440
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EDPVEINLEGINQV VNPK GLWFAINAL SFLRQDPDIIMVGEIRDLETAEIAIKAAQTGH V STLHTNFARET 435
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EDPVEINLIG NQV VNPK GLWFARALRSFLRQDPDIIMVGEIRDLETAETAIKAAQTGHLV STLHTNNAAET 435
consensus Pl Pokok |okokoskokokskok Tk | Pokok Dok DL DD Dokokskook D sk b D skoskokokoskok |k | [ A N B [
U Vel Sl ARLRL b :

= Axy |Eléﬁ Y t\\g /\r; EEQI?EA lII;E\I._//\EéLE\H = ll[fhrﬁ’vTFYKAN LSIrDE I+ <=
NTDB id 1410 SGL RS13950 WP 010873519.1 NI MIEE TEGR I AY . HPEKEEMS LSASGDEVVTFYKANSLSPDEIHL QKGNL@®QK 561
NTDB id 1028 TT RS08215 WP 011173991.1 LSEABMEQ............... GARBEIKG ER| 819
NTDB id 1366 NTHI RS01950 WP 011271972.1 = ELEMQOHEMENSIALIEPNAIAR VIO P KOMGGNL . . . . . . oot e ettt et 410
NTDB id 1060136 ACF30J RS03645 WP 311335432.1 | I[cERPSAS\NNAARSNNISR N AN TIANG S HOCTRDRKHSHDEIMTARGIAEDESD . . . ... ......... Iy ER| 494
NTDB id 1168 A1552VC RS11070 WP 000957200.1 SIRSIRRVNAANSAANGKHOYTIAV . RPEALLQSQF@QPNESL . . . . ... .......... 493
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SIRSIRRVNNAW ORGP YOR(P(Q) . EPNSQLQH . METANTEQIL . . . .............. 492
NTDB id 1293 VP RS12240 WP 005479695.1 SLHLITAQRLAR PYQPQ.EH VQLQH . WEIQTTRNI........... ... ... 492
NTDB id 1110 NGFG RS09235 WP 003689817.1 SR S IR NRAR L) AANES SO EVERPSASAIRKEMEGITDEDEAK . . . .. ......... 488
NTDB id 1251 GCO85 RSO7725 WP 011946523.1 S WLITIAQRLAR NQAVRDDF NQGIMIEBGIKEABRY . . .. ........... 505
NTDB id 1058 ABD1 RS01615 WP 001274986.1 SNV ANSAANGS)OYIPA . DIPKOSIHLEMGITEQBEAHP . . . .. ........ 501
NTDB id 1018 ACIAD RS01685 WP 004920473.1 S WL TAQRLARRLCHJNCKIAZEN QVPERSLE GYTPERBAQP . . ........... 501
consensus * % % %k % % EEENNNENE S IS * *
%@Y B o) i é'ﬁ L e

= é/\ ':Lévl\ﬂ%, f\II: \.'l./. BKM b E ‘)AKDEQ‘H IR R\‘ ‘EAﬁ TENLI O LESE RA
NTDB id 1410 SGL RS13950 WP 010873519.1 -[RIGY GR /G ' YEVMIRY: -} NQG R KDC VEE[® ILAYSNLQ © YRR E IS EAMIEFTDTGLESEMRA 641
NTDB id 1028 TT RS08215 WP 011173991.1 [(e3GY GRE{. IEIE Ay D) AGK BE-......... 889
NTDB id 1366 NTHI RS01950 WP 011271972.1 = H.QE@RGIRARMFLHWAQ................. . NEGYQTDFENIRIESIEREIQYS(AIeaMID EKIRREAULGKNS . . . . .. .. 464
NTDB id 1060136 ACF30J RS03645 WP 311335432.1 HNB@AA AEQCQKE B-......... 564
NTDB id 1168 A1552VC RS11070 WP 000957200.1 QR IHQER PNKAN@QUIQUNEQ ESINEVGER B MNSIE AJRREAULYF . . .. ... ... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TeRN@AMIKF D KG ApWNYGMNT LIS G J¥K " ISQG I T SIME | 1 R V]I . 561
NTDB id 1293 VP RS12240 WP 005479695.1 NGIYEVMIANY KG ANNYGMBTL{NISG 13K ISQGITSIFSE R V]S, 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 GR NN EVGLD AVGQIGMUMILRIA G [BK WIQGITS " JAE PN TIY] * 558
NTDB id 1251 GC0O85 RS07725 WP 011946523.1 . 16 RN - TIRG - ARG MIAT (IPRISG (JRK VI GIT « J¥E  'RVTY * 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 . EDGNALENIAAASEKLEFNNIBARSICIRK QY MOICARSSHN Q) ISNANANISHE . . . .. ... .. 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 . ED NAL AATETL .......... 570

consensus



logo

NTDB id 1410
NTDB id 1028
NTDB id 1366

KRKSAL T RT - AAELREWLD ~ TSRFEFS

SGL RS13950 WP 010873519.1 KRKSALTCRTCAAELQQEWLDCPYCMTSRFS
TT RS08215 WP 011173991.1 . .
NTHI RS01950 WP 011271972.1 ... . . . i i i e

NTDB id 1060136 ACF30J RS03645 WP 311335432.1 ... .. ... . . . . . . ...

NTDB id 1168
NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1058
NTDB id 1018
consensus

A1552VC RS11070 WP 000957200.1 ... .. . e
DSB67 RS12665 WP 010643259.1 . ... ... . . ...
VP RS12240 WP 005479695.1 . e
NGFG RS09235 WP 003689817.1 ... it i i e
GCO85 RSO7725 WP 011946523.1 ... ... . . . e
ABD1 RS01615 WP 001274986.1 ... e
ACIAD RS01685 WP 004920473.1 ... . .. i

KX non conserved
B similar
i >50% conserved

672
889
464
564
562
561
561
558
574
570
570



