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NTDB id 1109 OK783 RS10670 WP 157147416.1 .MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGV...ASA 76
NTDB id 1119 NGFG RS11465 WP 017147169.1 .MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGV...ASP 76
NTDB id 1197 PSJM300 03940 AFN76866.1 MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQ.AINEGKTPSLTS.......... 69
NTDB id 1274 LPP RS09530 WP 011214168.1 ...MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQ........... 66
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQ........... 66
NTDB id 1060131 ACF3NW RS12220 WP 392423405.1 MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEAFKATAGLQTDLGAWRADRGSFPDAATLVAGNVIFDS 80
NTDB id 1191 AAC28468.1 484..945( ) MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGNVIFDS 80
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NTDB id 1109 OK783 RS10670 WP 157147416.1 .STIKGKYVQKV...........EVAKGVVTAQMASTGV.NKEIQDKKLSLWAKRQDGSVKWFCGQPVTRTGDNDDTVAD 143
NTDB id 1119 NGFG RS11465 WP 017147169.1 PTDIKGKYVKEV...........EVKNGVVTATMLSSGV.NNEIKGKKLSLWGRRENGSVKWFCGQPVTRADDDTVADAK 144
NTDB id 1197 PSJM300 03940 AFN76866.1 ...TDEGYIGITDSTSYCDVDLDTAADGHIECTAKG.GNAGKFD....GKTITLNRTADGEWSCAS.............T 128
NTDB id 1274 LPP RS09530 WP 011214168.1 ...AATGYVSPAATPNVAS..IAIGANGVITITYTAAAG.GGTIVM..TPTLQ..ANGDVTWTCTG.............G 123
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...AATGYVSPAATPNVQS..IAIGANGVITITYTAAAG.GGTIIM..TPTLQ..ANGDVTWTCTG.............G 123
NTDB id 1060131 ACF3NW RS12220 WP 392423405.1 AAALDGKYFAPGGVT.......VTADTGAINVAFDAGANANKTMSI..TPTVVAATGQISRWTCAP.............G 138
NTDB id 1191 AAC28468.1 484..945( ) ANGLDGKYFAPGGVT.......VTPDTGAINIAFDAGANAGKTMTI..TPTVIAASGQISTWTCAP.............G 138
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NTDB id 1109 OK783 RS10670 WP 157147416.1 ANNAIDTKHLPSTCRDESSAT. 164
NTDB id 1119 NGFG RS11465 WP 017147169.1 DGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1197 PSJM300 03940 AFN76866.1 ....LDAKYKPGKCS....... 139
NTDB id 1274 LPP RS09530 WP 011214168.1 T...LLAKYRPASCRP...... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 T...LLAKYRPASCRP...... 136
NTDB id 1060131 ACF3NW RS12220 WP 392423405.1 SGNGIETRRLPTSCQQ...... 154
NTDB id 1191 AAC28468.1 484..945( ) AANGIETRRLPTSCQ*...... 153
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