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consensus !! !! !! !!! ! **!*!! ! *!*!!!!! * *!! !! !!!!!*!!*!! !!* ! !!*!!**!!*!!!

logo

H
YWGDNI

V
I
Q
E
S
A
P
A
K
QI
RLAKAGGQAGDEPADALETEQAGHPLLASSLGKQGRDFFDFRLANEVMSETI

R
A
E
E
MEQTVEPLVFSAEEPGPEGRSDPSTLLHQARLQATDIQLNLKRLMPESEK

NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 YWGDIQSPK.RLAAQAEPAAEEAGHPLLSSLGKQGRDFFDRLAVSTRAMEQVELFSAPPESPSLLQRLQADIQLLRLPEK 311
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEE.TPVF.EEGGRDTLLHALQTDIQNLKMPSE 318
consensus *!! * * * ! * **! !!!!!! !!!!!!!!!!! ! !* **!* ** **!!* !! !!! !**!

logo

G
N
S
V
GSVA

G
Q
T
D
MDGS ICVIQVASAHSPLRELQI LKDEHKLLKR I

RLAHAEHNPDELWQPHDHIAVLTPANI
VEDPYLTPF I EHAVFGEQAAQPGASQRALPYSVASD
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NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 TWQQAAERSVLGWLLPEGEDTLWQGVHPWPADLARQPAQAAWFVLLGKLREHHRRWQSPVSIEGWIERFRALLADAAGDT 548
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NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 PAEADQAAWQQISQALAAWQEEAALAGYAAALPPDTACQHLRRFFGQSSEAAFLRGGITFCSMVPMRSLPFDTVCLLGLN 628
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NTDB id 1133 OK783 RS06970 WP 010951252.1 DGDFPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGT 713
consensus !! *!!*!*!* !!!*!*!! !!!*!!!!!!!!!!! !*!!! *!!!!!!!!!* !!! !*!*!! !!!!!*! !

logo

N
SSARDQFLAAQANHWI

V
C
EQHPLQAFSRTRYFAQEPQSDGESSAEFSEGNGLRSDGGS ILFSGLTRQTDYAAQALGNQPTAPAEEPAPAQPFFIDGDQPTPVEPENAAEAPEVAPETIGS

NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 SSADFAAAHVCQHPLQAFSTRYFAPQSDGESSAEFSENGLSGSLSGLRQDYAQALNQPAAEAAPFIGDTPPEAAAEPTIS 788
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NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 LDSFLNFWNNPVRHWLRRALQWQRPYADRPADSAEPYAIERSDEVKQRYLDARRQREDFAQTEAKLQADSLLPASLLGEI 868
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NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 LQEPERTAAKQLDSELLASPREPDFPFRFEHGGHTLVGSLTHLHQHGQIFYRAAELKAPAEIGLWLQHLVYCAVHPQAQA 948
NTDB id 1133 OK783 RS06970 WP 010951252.1 WQQSFQTAAKQIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAE 940
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NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 TH...LVSLDSPQTLPPLPQAEAAEQLARWLDYYLLGQQQPLPFFPRTSLAAAKACTAEDLAVQRLAEKALAAARSKYRD 1025
NTDB id 1133 OK783 RS06970 WP 010951252.1 TRQTFIVQSGETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQK.....QDWEAALKKAQTAYYG 1015
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NTDB id 1060130 ACF3NW RS12140 WP 392423886.1 SRDYPGQNQDPEVAQVYGRDEDEPINSPLFARLVLALLAPLYLRLAAEEGTGKKAG 1081
NTDB id 1133 OK783 RS06970 WP 010951252.1 SKVSKGQKDYTEVALVFGNASQNPLEQPLFENLARLLADTL.AAAEKREGTGAA.. 1068
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