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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 RLFGGRLFALERSVAAELRRIARSRVGLPENAGLRQRLRDWFPDAGHNGQRLAAALAVLQPLMLVTGGPGTGKTTTVAKL 156
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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 LALLCADAAEMPRIALTAPTGKAAAHMTRSLHRALGSFDAGSERVLQHLTALEGQTVHRLLKLNPVVGRSKFNREQPLPF 236
NTDB id 1134 OK783 RS03985 WP 010358120.1 LALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAP.EAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPF 237
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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 DIVVADEASMLDLPLLYQLLCAIPEHGRLILLGDENQLPPVGIGAVLPVLAQPTVLTAEEAAQLAEWLPEGVPFEVRDNP 316
NTDB id 1134 OK783 RS03985 WP 010358120.1 DVLIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEH.GFSVSANP 316
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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 PPLAGNVAQLEYSHRFDPQRGVGALAQAVVNGEAAAAEAAFARFPDDLFRLPETPAALARHFAKQHEAYWQAVSSGDPSA 396
NTDB id 1134 OK783 RS03985 WP 010358120.1 PVLAQNTAHLSFSHRFGDNSGIGCLARAAVSGDEG.AWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEA 395
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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 CFVAQQQLVVLAARRSQATDFNREYRKLLAAQG.RAAEQGWFAGQVLMVAENDYAVNVFNGDIGIVLPH...GDGLAAFF 472
NTDB id 1134 OK783 RS03985 WP 010358120.1 AYAGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYF 475
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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 PDAGGFHAVSLSRLPAHDTAFAMTVHKSQGSEYQEVWLLGDEAD........SALFDRTLLYTAITRARRRFGYAGQMSA 544
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKT 555
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NTDB id 1060115 ACF3NW RS07385 WP 392423203.1 LTAAVQRKNHRRTGLGEALRWAK... 567
NTDB id 1134 OK783 RS03985 WP 010358120.1 FCQAVNTVKVRQTALGSMLERVFSQE 581
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