
logo MKKI LLVTTVGSLAGVLMALSACSASTTQSGTTAAVSDQKDAQVITQDWSVDEKLYAEAHQEDEMLENSRSNYSTRSAVRKLYE I LREASRFPNTTSRQHAQRVQSRQLDT
NTDB id 1060109 ACF3NW RS05030 WP 064090723.1 MKKILLVTGLAVMLSACSSTSTTAVSQDAQVTQDWSVDKLYAEAHEEMESRNYSRSVRLYEILRARFPNTRQAVQSRLDT 80
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGT..ADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDT 78
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGT..VDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDT 78
consensus !!!!!!***!***!!!!****! ***!!!*!!!!!!*!!!!!!**!**!*!!*!*!*!!!!!**!!!**!*! !!*!!!

logo AYVAYYKDEDQEQKPDQKALAHAVIDEQRFLRKRLYHPNQHPNTMDYALYLKRGL IVVLLFNQEDKQS IFFLNKLASQDWSDRDPKANREAYQVAFNAEL IVTQRFP
NTDB id 1060109 ACF3NW RS05030 WP 064090723.1 AYVYYKDEQQPQALAHVEQFLKLYPNHPNTDYALYLKGLIVLNQDKSIFNKLASQDWSDRDPKANREAYQVFNELITRFP 160
NTDB id 1106 NGFG RS01495 WP 003687645.1 AYAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFP 158
NTDB id 1102 NMB RS03635 WP 002244053.1 AYAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFP 158
consensus !!*!!!!*****!!!****!**!*!*!!!*!!!!!!*!!***!*!*!**!!!!!!!!!!!!!!!!!!!!!*!*!!**!!!

logo

D
NSKYANADARTEAKRMTVRKLVDALGGNEMAS IVARYYMQKRGAYLIAAANRAKQGKIVI SGRSYQNTRYVEEASLAIMLMETLAYAKRKLEDKPEQRLSASADTR

NTDB id 1060109 ACF3NW RS05030 WP 064090723.1 DSKYANDAREKMTRLVDALGGNEMAIARYYMQRGAYLAAANRAQGIVSRYQNTRYVEEALAIMMTAYARLEKPELSSDTR 240
NTDB id 1106 NGFG RS01495 WP 003687645.1 NSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTR 238
NTDB id 1102 NMB RS03635 WP 002244053.1 NSKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTR 238
consensus *!!!!*!!***!**!!!!!!!!!!**!!!!!*!!!!*!!!!!!**!***!!!!!!!!!*!!!***!!**!*!! !**!!!

logo RVLAEQTNFPQKSPYFLKQTHKQAEPWRQSPNDDI
MPWWRYWKH

NTDB id 1060109 ACF3NW RS05030 WP 064090723.1 RVLAQNFPQSPYLQKEWQPNDIPWWRYWK 269
NTDB id 1106 NGFG RS01495 WP 003687645.1 RVLETNFPKSPFLTHAWQPDDMPWWRYWH 267
NTDB id 1102 NMB RS03635 WP 002244053.1 RVLETNFPKSPFLKQPWRSDDMPWWRYWH 267
consensus !!!**!!!*!!*! !***!*!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


