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NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 1060083 ACF3MZ RS24865 WP 394047199.1 ..MLNRVILIGRLTRDPELRYTPQGVAVAQFTLAVDRPFGNR..EER..EADFIPIVTWRQLAETCANYLRKGRLAAVEG 74
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
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LDGEGPSPKRPSTNGSTERTEGNEKSGADQSGAFRGDSQGAGDGNSPQGYADGNEGSELQNGFWYNGGSQAGNSPAQSGQSAGNTGNAYSNQGGQEGQAGYFGSQDGRNGPGNYAARQNSQDNQSGSNRGNPQPFGNTAPGSGNPDNAAPQSNQHNTPGQNRTE

NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSN.QSNGSQ..........QSGFTSP..QQTGN 142
NTDB id 1060083 ACF3MZ RS24865 WP 394047199.1 RIQVRNYENNEGRRVYVTEVIADNVRFLESPNREGGGQGSGEGL..GGG.SGAGAGGGGYGGGNRSSGP........... 140
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNE.........GNSGGGQYFGGGQNDNPFGGN..QNNQR 144
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYEE.GYGQS.......QEAYQRPAQQSRQPASDAPSHPQE 149
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPYDE.GYGQS.......QEAYQRPAQQSRQPAPDAPSHPQE 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGS.GWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA....T 155
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NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1060083 ACF3MZ RS24865 WP 394047199.1 ...RGNNNSDPFADDGRPIDISDDDLPF 165
NTDB id 113 BSU 40900 NP 391970.1 RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................ 113
NTDB id 1103 NMB RS07590 WP 002212976.1 AP...AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 AP...AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 RP...QPAQKPAAQAEPPMDNFDDDIPF 180
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