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NTDB id 124 BSU 16930 NP 389575.2 MEFPKKAEIIAVGSELLLGQIANTNAQFISKQLAEIGVNVFYHTAVGDNPERLKQVIRIAEERSDFIIFSGGLGPTKDDL 80
NTDB id 1060071 ACF3MZ RS11315 WP 394051264.1 ....MRAEIIAVGTELLLGQIVNTNAQYLSRGLAELGIDVYYQTVVGDNKERLIRAIEIAKGRADLLVFTGGLGPTLDDL 76
NTDB id 462 GPW51 RS00385 WP 012774894.1 ....MKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTEDDL 76
NTDB id 412 SMU RS09535 WP 002262393.1 ....MKSEIIAVGTEILTGQIVNTNSQFLSEKFAELGIDVYFQTAVGDNEERLLSVLKIAKERSDLIVLCGGLGPTEDDL 76
NTDB id 170 SP RS09755 WP 000642718.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 280 KZH43 RS08670 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 205 SPR RS08830 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 239 SPD RS09270 WP 000642701.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDL 76
NTDB id 510 SM12261 RS08320 WP 000642690.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDL 76
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NTDB id 124 BSU 16930 NP 389575.2 TKETIANTLGRPLVLNDEAFQSIEDYFKRT.KRTMSPNNRKQALVIEGSDVLANHFGMAPGMLTEHESRYYMLLPGPPSE 159
NTDB id 1060071 ACF3MZ RS11315 WP 394051264.1 TRDALAEYLGRGIELHGPSMAKIEKLFADRGSA.LIESNRRQALLVEGATPLRNDTGLAVGNALAAGGTLYLLLPGPPRE 155
NTDB id 462 GPW51 RS00385 WP 012774894.1 TKQTLATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDGVTYIVLPGPPSE 156
NTDB id 412 SMU RS09535 WP 002262393.1 TKQTLAKFLKRELVFDKTAQERLDEFFASRPTSMRTPNNECQAQIIAGSQPLSNKTGLAVGGLLEADGVTYVVLPGPPSE 156
NTDB id 170 SP RS09755 WP 000642718.1 TKQTLAKFLGKALVFDPQAQEKLDIFFTLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 280 KZH43 RS08670 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 205 SPR RS08830 WP 000642700.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 239 SPD RS09270 WP 000642701.1 TKQTLAKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQVQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSE 156
NTDB id 510 SM12261 RS08320 WP 000642690.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQLVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE 156
NTDB id 538 SMSK321 RS11060 WP 000642686.1 TKQTLAKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQIVEGATPLPNETGLAVGGILEVDGVTYVVLPGPPSE 156
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NTDB id 124 BSU 16930 NP 389575.2 LRPMFENEAKPLLLKKMGSNEKIVSTVLRFFGIGESQLEADLEDIIDAQTNPTIAPLAADGEVTLRLTAKHADEKETERL 239
NTDB id 1060071 ACF3MZ RS11315 WP 394051264.1 MKPMFDNDAKTWLKERLGSSNALHSVMLKFAGIGESMLEDKLIDLIREQRDPTIAPYANEGEVTVRVSTKAANGEEAARK 235
NTDB id 462 GPW51 RS00385 WP 012774894.1 LKAMFSESLLPLLS...QSQQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEANLR 233
NTDB id 412 SMU RS09535 WP 002262393.1 LKPMVNKELLPYLS...KTSEKLYSRVLRFFGIGESHLVTLLHDLIAEQTDPTIAPYAKTGEVTIRLSTKAHRQKEADSK 233
NTDB id 170 SP RS09755 WP 000642718.1 LKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQA 232
NTDB id 280 KZH43 RS08670 WP 000642700.1 LKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQA 232
NTDB id 205 SPR RS08830 WP 000642700.1 LKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQA 232
NTDB id 239 SPD RS09270 WP 000642701.1 LKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQA 232
NTDB id 510 SM12261 RS08320 WP 000642690.1 LKPMVLNQLLPKLM....TGSKLHSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQV 232
NTDB id 538 SMSK321 RS11060 WP 000642686.1 LKPMVLNQLLPKLM....TGSKLYSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQV 232
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NTDB id 124 BSU 16930 NP 389575.2 LKETEAVILE.......RVGEFFYGYD..DTSLVKELSIACKEKGITISAAESFTGGLFSEWLTDHSGASKLFAGGVVCY 310
NTDB id 1060071 ACF3MZ RS11315 WP 394051264.1 LAGTLAEI.........RRRMSAYLYAEEDVPIEAAVVRLLSRQQRTLALAESCTGGMAAALVTTIPGSAVVFRGGIVSY 306
NTDB id 462 GPW51 RS00385 WP 012774894.1 LNQLEEDILQHD.....KLADYFYAYGE.DNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVVG 307
NTDB id 412 SMU RS09535 WP 002262393.1 LDKLEKKIITID.....NLADYFYGYGE.ENSLPQVVFDLLKEKGKTITAAESLTAGLFQARLADFAGASDIFKGGFITY 307
NTDB id 170 SP RS09755 WP 000642718.1 LDILENQILDCQTFEGISLRDFCYGYGE.ETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTY 311
NTDB id 280 KZH43 RS08670 WP 000642700.1 LDILENQILDCQTFEGISLRDFCYGYGE.ETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 205 SPR RS08830 WP 000642700.1 LDILENQILDCQTFEGISLRDFCYGYGE.ETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 239 SPD RS09270 WP 000642701.1 LDILENQILDCQTFEGISLRDFCYGYGE.ETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTY 311
NTDB id 510 SM12261 RS08320 WP 000642690.1 LDILENQILGRQTFEGLSLRDLCYGYGE.ETSLASIVVEELKRQGKTITSAESLTAGLFQARVADFSGASSIFKGGFVTY 311
NTDB id 538 SMSK321 RS11060 WP 000642686.1 LDILENQILGRQTFEGLSLRDLCYGYGE.EASLASIVVEELKKQGKTITAAESLTAGLFQATVADFSGASSIFKGGFVTY 311
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NTDB id 124 BSU 16930 NP 389575.2 TNDVKQNVLGVKKETLDRFG...AVSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGKEEVHE 387
NTDB id 1060071 ACF3MZ RS11315 WP 394051264.1 SNEMKMSQLGVPRELLEGPGAPGAISAETAIAMAEGARKAADADFALSVTGNAGPAAAEDKPVGLVYIGLAERGKECRVE 386
NTDB id 462 GPW51 RS00385 WP 012774894.1 QLGIES....................GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSGISQKE 366
NTDB id 412 SMU RS09535 WP 002262393.1 SIEEKARMLGIPFEDLQLHG...VVSAFTAEKMAERSRQLTQADLAISLTGVAGPDSLEGQPAGTVFIGLSSSKRTMAIK 384
NTDB id 170 SP RS09755 WP 000642718.1 SLEEKSRMLDIPAKNLEEHG...VVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIK 388
NTDB id 280 KZH43 RS08670 WP 000642700.1 SLEEKSRMLDIPAKNLEEHG...VVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIK 388
NTDB id 205 SPR RS08830 WP 000642700.1 SLEEKSRMLDIPAKNLEEHG...VVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIK 388
NTDB id 239 SPD RS09270 WP 000642701.1 SLEEKSRMLDIPAKNLEEHG...VVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQGTEVIK 388
NTDB id 510 SM12261 RS08320 WP 000642690.1 SLEEKSKMLDIPVKDLEEQG...VVSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQGTEVIK 388
NTDB id 538 SMSK321 RS11060 WP 000642686.1 SLEEKSKMLDIPVKDLEEQG...VVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQEHGTKVIK 388
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NTDB id 124 BSU 16930 NP 389575.2 FHF.AGSRTGIRKRGAKYGCHLILKLLEQK.... 416
NTDB id 1060071 ACF3MZ RS11315 WP 394051264.1 KLQLSGDREGIRLRATKRALYLLWLSLAGHG... 417
NTDB id 462 GPW51 RS00385 WP 012774894.1 IDLGGYSWQYLRQLACLQAWDFVRNTL....... 393
NTDB id 412 SMU RS09535 WP 002262393.1 VLIGGRSRSDVRYIAVLHAFNLVRQTLLSHKNLV 418
NTDB id 170 SP RS09755 WP 000642718.1 VNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 VNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 205 SPR RS08830 WP 000642700.1 VNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 239 SPD RS09270 WP 000642701.1 VNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 VNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 VNIGGRSRADVRHIAVMHAFNLVRKALLSD.... 418
consensus ***********!**************!***

X non conserved

X similar

X ≥ 50% conserved


