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NTDB id 1060044 ACF3NK RS11515 WP 008710861.1 .................MAKKAVTKEDILAQALGEIRGKFGDGSIMRLGDE.VQHAVEVIPSGILPLDVALGIGGVPRGR 62
NTDB id 600 KW2 RS01765 WP 011675413.1 MATKK.....KTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLALDIALGAGGYPKGR 74
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 228 SPD RS09265 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 194 SPR RS08825 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 159 SP RS09750 WP 001085462.1 .MAKK.....PKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAKK.....PKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLALDIALGSGGYPKGR 73
NTDB id 408 SMU RS09530 WP 002262392.1 .MAKR.....IKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKGR 73
NTDB id 453 Spy49 1753c ACI62003.1 .MAKK.....LKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLALDIALGAGGYPKGR 73
NTDB id 115 BSU 16940 NP 389576.2 .....................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLALDTALGIGGYPRGR 58
NTDB id 625 LCA RS02525 WP 011374196.1 ...................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLALDEALGVGGYPRGR 60
NTDB id 1313 DR RS12030 WP 010888966.1 .......MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLSLDLALGVGGIPRGR 72
NTDB id 1245 Cj1673c YP 002345041.1 ....................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVGLDLALGIGGVPKGR 59
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLGLDLALGIGGVPKGR 61
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLGLDLALGIGGVPKGR 61
NTDB id 1334 RA0C RS04870 WP 004918236.1 ..........MAKT..ETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLGLDLALGVGGYPKGR 68
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV..VKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLGLDLALGIGGLPMGR 76
NTDB id 1130 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGR 60
NTDB id 1124 NGFG RS03960 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGR 60
NTDB id 1123 OK783 RS03845 WP 003688695.1 ....................MSDDKSKALAAALAQIEKSFGKGAIMKMDGSQQEENLEVISTGSLGLDLALGVGGLPRGR 60
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG........K..KAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLGLDVALGVGGLPRGR 68
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMGR 59
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ....................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLSLDIALGAGGLPMGR 59
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ....................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKGR 59
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLTLDIALGIGGLPKGR 59
NTDB id 1205 PSJM300 05545 AFN77183.1 ....................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLGLDIALGIGGLPKGR 59
consensus ** *** ** *** *!********* * ***!***!!*!!! !! !*!!
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NTDB id 1060044 ACF3NK RS11515 WP 008710861.1 VVEIFGPEGGGKTTIALHILAEAQKAGGIAAFIDAEHALDPRLAAALGVDTANLYLSQPDSGEQAFYILDTLVRSGALDL 142
NTDB id 600 KW2 RS01765 WP 011675413.1 IVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGLQIAEKLITSGAVDL 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 228 SPD RS09265 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 194 SPR RS08825 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 159 SP RS09750 WP 001085462.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 408 SMU RS09530 WP 002262392.1 IVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 453 Spy49 1753c ACI62003.1 IIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGLEIAGKLIDSGAVDL 153
NTDB id 115 BSU 16940 NP 389576.2 IIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQALEIAEALVRSGAVDI 138
NTDB id 625 LCA RS02525 WP 011374196.1 IVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGLEIADALVSSGAVDI 140
NTDB id 1313 DR RS12030 WP 010888966.1 ITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQALEIMELLVRSGAIDV 152
NTDB id 1245 Cj1673c YP 002345041.1 IIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQALEIVETIARSGAVDL 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 IIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDL 141
NTDB id 1211 C694 RS00795 WP 000963128.1 IIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQALEILETITRSGGIDL 141
NTDB id 1334 RA0C RS04870 WP 004918236.1 IVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQALEIADSLIRSGGVDI 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQALEICDALVRSGAVDV 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 IVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDM 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 IVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDM 140
NTDB id 1123 OK783 RS03845 WP 003688695.1 IVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQALEICDTLVRSGGIDM 140
NTDB id 1427 RS RS02760 WP 011000510.1 VVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQALEIADALVRSGSVDL 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDV 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQALEICDALARSGAVDV 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQALEIADMLVRSGAIDL 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQALEIADMLVRSGAIDL 139
NTDB id 1205 PSJM300 05545 AFN77183.1 IVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQALEITDMLVRSNAVDV 139
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NTDB id 1060044 ACF3NK RS11515 WP 008710861.1 VVVDSVAALTPQAEIDGKMGEGSNQVGLHARLMSYALRRLTSAIAKSKTTVIFINQLRAQISSGYSQGPTETTTGGRALK 222
NTDB id 600 KW2 RS01765 WP 011675413.1 VVIDSVAALVPKAEIDGEIGD..SSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM..FGSPETTPGGRALK 230
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM..FGNPETTPGGRALK 229
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVPRAEIDGDIGD..SHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM..FGNPETTPGGRALK 229
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVPKAEIEGDMGD..SHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM..FGNPETTPGGRALK 214
NTDB id 625 LCA RS02525 WP 011374196.1 LVVDSVAALVPRAEIEGEMGD..AHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM..FGNPEVTPGGRALK 216
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALTPRAEIEGDMGD..SLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM..YGNPETTTGGRALK 228
NTDB id 1245 Cj1673c YP 002345041.1 IVVDSVAALTPKAEIEGDMGD..QHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAM.GYGTPETTTGGNALK 216
NTDB id 1214 NCTC11637 00359 SQJ03206.1 VVVDSVAALTPKAEIDGDMGD..QHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMM.GYGSPETTTGGNALK 218
NTDB id 1211 C694 RS00795 WP 000963128.1 VVVDSVAALTPKAEIDGDMGD..QHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMM.GYGSPETTTGGNALK 218
NTDB id 1334 RA0C RS04870 WP 004918236.1 VVVDSVAALTPKAEIDGDMGD..SKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM..FGSPETTTGGNALK 224
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IIVDSVAALTPKAEIEGDMGD..SHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM..FGNPETTTGGNALK 232
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEIEGDMGD..SHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM..FGSPETTTGGNALK 216
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEIEGDMGD..SHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM..FGSPETTTGGNALK 216
NTDB id 1123 OK783 RS03845 WP 003688695.1 VVVDSVAALVPKAEIEGDMGD..SHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM..FGSPETTTGGNALK 216
NTDB id 1427 RS RS02760 WP 011000510.1 IVIDSVAALVPKAEIEGEMGD..ALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM..FGSPETTTGGNALK 224
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IVVDSVAALTPKAEIEGEMGD..SHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM..FGNPETTTGGNALK 215
NTDB id 1142 GTF74 RS11550 WP 000344154.1 IVVDSVAALTPKAEIEGEMGD..SHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM..FGNPETTTGGNALK 215
NTDB id 1022 ACIAD RS06390 WP 004925639.1 IVVDSVAALTPKAEIEGEMGD..SHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM..FGSPETTTGGNALK 215
NTDB id 1074 ABD1 RS10195 WP 000344167.1 IVVDSVAALTPKAEIEGEMGD..SHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM..FGSPETTTGGNALK 215
NTDB id 1205 PSJM300 05545 AFN77183.1 IIVDSVAALVPKAEIEGEMGD..AHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM..FGSPETTTGGNALK 215
consensus ***!!!!!! !*!!!*!**!* ***!!*!!**!*!*!**** * ** ** *!!!!*! ***** *! *!*! !! !!!
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NTDB id 1060044 ACF3NK RS11515 WP 008710861.1 FYSSVRIEVRRGKQV.....SQGDVAIGHELYIKVVKNKQAPPFRTAHTTLIYGKGVPKGMAVLDMALDREVMKRKGSWI 297
NTDB id 600 KW2 RS01765 WP 011675413.1 FYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVEEGIIKKSGAWF 309
NTDB id 269 KZH43 RS08665 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 228 SPD RS09265 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 194 SPR RS08825 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 159 SP RS09750 WP 001085462.1 FYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 499 SM12261 RS08315 WP 078228268.1 FYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 527 SMSK321 RS11065 WP 001085454.1 FYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASDLDIIKKAGAWY 308
NTDB id 408 SMU RS09530 WP 002262392.1 FYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASDLGIIQKAGAWY 308
NTDB id 453 Spy49 1753c ACI62003.1 FYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASDLDIIQKAGAWF 308
NTDB id 115 BSU 16940 NP 389576.2 FYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTELDIVQKSGSWY 289
NTDB id 625 LCA RS02525 WP 011374196.1 FYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVEKDIINKSGSWY 291
NTDB id 1313 DR RS12030 WP 010888966.1 FYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAADMDIIKKAGSFY 304
NTDB id 1245 Cj1673c YP 002345041.1 FYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVKLDIVDKSGAWF 291
NTDB id 1214 NCTC11637 00359 SQJ03206.1 FYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWL 293
NTDB id 1211 C694 RS00795 WP 000963128.1 FYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVKLDIVDKSGAWL 293
NTDB id 1334 RA0C RS04870 WP 004918236.1 FYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATDLDIIQKSGSWF 304
NTDB id 1389 A4U84 RS07560 WP 021112712.1 FYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEANGFIKKSGAWF 307
NTDB id 1130 NGFG RS03960 WP 003688695.1 FYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWY 291
NTDB id 1124 NGFG RS03960 WP 003688695.1 FYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWY 291
NTDB id 1123 OK783 RS03845 WP 003688695.1 FYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVKNDIINKSGAWY 291
NTDB id 1427 RS RS02760 WP 011000510.1 FYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVEAKVVEKSGAWY 299
NTDB id 1165 A1552VC RS01565 WP 000344154.1 FYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWY 290
NTDB id 1142 GTF74 RS11550 WP 000344154.1 FYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVKHKMVEKSGAWY 290
NTDB id 1022 ACIAD RS06390 WP 004925639.1 FYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQQNIVQKAGAWY 290
NTDB id 1074 ABD1 RS10195 WP 000344167.1 FYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQQDIVQKAGAWY 290
NTDB id 1205 PSJM300 05545 AFN77183.1 FYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQQGLVEKSGAWY 290
consensus !!**!!***!* * ** ****!**!!!*!*!!* * ****!*!*** **** ** *** * !***
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