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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 MIVLIRIIRYLNKKQWMQILLSFVFIITQVYLDLKIPDYMSKITMYVESPGHTVSDIIGEGKWMLLCAFGSLISAIIVGY 80
NTDB id 369 SMU RS04255 WP 002263293.1 ...MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGF 77
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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 LASKVSASFSKDLRSRIFSKVESFSMKEINEFSTASLITRSTNDITQIQMVIVIGLQILIKAPIMAVWAITKIYNKGFEW 160
NTDB id 369 SMU RS04255 WP 002263293.1 LASRTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEW 157
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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 TMATAVTVLILIIFVAILMILVMPKFRIMQTLTDNINRILRENLTGLAVIRAYNSEEFREGKFEEANVELTNTQLFTSRA 240
NTDB id 369 SMU RS04255 WP 002263293.1 TGAVGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRL 237
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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 MSTMFPAINLGMSVLTLVIYFIGAGLINAA............GMMDKYVLFSNMVVFSSYAMQVVMSFMMMSMIFIMIPR 308
NTDB id 369 SMU RS04255 WP 002263293.1 MSLMNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPR 317
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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 AQISANRINEVLDTELSIKDGDVDTSNEDYEYEIEFDNVSFKYTDSEQYILKDIDFKVKKGEKVAIIGSTGSGKSTILNL 388
NTDB id 369 SMU RS04255 WP 002263293.1 ALVSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNL 397
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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 LLRFYDATEGVVKIQGIDIRKYKLKFLYEKIGAVFQKSFLFKGNVKSNISFSEDG...MDNEKIEQAADTSQSMEFIDKF 465
NTDB id 369 SMU RS04255 WP 002263293.1 IPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEK 477
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NTDB id 1059997 ACF3OI RS06680 WP 392434357.1 DEKFDHEIAQLGKNVSGGQKQRLSIARAVYKKPNIFLFDDSFSALDFKTDSELRHQLRENNPDATTIIVAQRVGSIMDSD 545
NTDB id 369 SMU RS04255 WP 002263293.1 EKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDAD 557
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