
logo MF
V
K
S
R
SFNTSLFGKRKSNSKSGVGI

LE I
L
A
TPERVNVAVQLRTKSQGRQGSLYKLERKTFGTHSAVAS IVPEGI FVETDEGKQITVDPSAPALMAEQI

L IQEQALLASENSGKIKNTKSQR
NTDB id 1059948 ACFG4S RS12960 WP 392535189.1 MVKSFNSLFGKSNKGVGIELAPERVNVVQLRKQRQGLKLETFTSVAVPEGIVTDGQITDPAAMAQLIQQALAESKIKTSR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! !!!!* !!!*!* !!!!!! !! ! ! !! ! * *!!!! *! ! !**!*! *!! ! ! ! !

logo VATAGVPGMRDEAS I IVR I
M
I
LPVPAELDDEKNELRDEMVLNHEAAGLYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVHQVLLVATRKRE I

VTDSTY
NTDB id 1059948 ACFG4S RS12960 WP 392535189.1 VATGVPGRDSIVRIIPVPAELDDKELREMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVHVLLVATRKEITDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!*!! !* !*!**!!!!!!!* !!!*!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!*!!!!!!!*!*!!*!

logo

I
L
D
STFEQQAGLQI

VDVLE INSFAL IRTIRDEQLRQFGPSQREAAVLVDI EFDSTE IA I IVDNGVPQFSRTVP IGTYQMQNTALASRAMNS
NTDB id 1059948 ACFG4S RS12960 WP 392535189.1 ISTFEQAGLQIDVLEINSFALIRTIRDQLRQFGPQEAAVLVDIEFDSTEIAIIVNGVPQFSRTVPIGTYQMQTALARAMS 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus * !! !!!!!*!!!!!!!!!!!!!!!*!!!!!!* !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !! !!!

logo LPPTSRDNMPE I
LLQGMTVIPTPVTPQFIDGTGMKSTGQGVTAELVNPGMANALVLMRVLMGELTDELRRS IDNFYLNQSEENLELVAVQI

LLLAGPGGGL IQQLD
NTDB id 1059948 ACFG4S RS12960 WP 392535189.1 LPTSRDMELLQGMVITPTPIDGGKTGVTELNPGMAAVLRVLGELTDELRRSIDFYLNQSENLEVAQILLAGPGGGLQQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! *!*!!!! !**!* ! ! ! *!!!! !**!!*!!!!!!!!!!! !!!!!!! !!* !*!!!!!!!!! !!!

logo EFYFTQRLS ILPTSVKQIDPFI EGALAS ILDETVDSEQKNFYPSDQI
V
E
QRPSGSLAI

TVLGLGI
MREAV

NTDB id 1059948 ACFG4S RS12960 WP 392535189.1 EFFTQRLSLPTSQIDPIGALSLEVDSEKYPQVQRSGLAIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTD.QNFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!*!! !!! !! ** !* ** * !* !! !!!!!*!!

X non conserved
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X ≥ 50% conserved


