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MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ............................................................MLTNLSTVLRQAGILTFSQE 20
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 .....................MTYSSPQRR.....................ST.ALTTRTEFSPFGNKLVQSGYVNSEQM 37
NTDB id 1410 SGL RS13950 WP 010873519.1 .....................MTSSSSSKK.....................SR.AVALRNYFSPFGNKLVAGGHVDAEQL 37
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NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQS..GKLSPEMLAR.......SLAAQLGYE 391
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ESLLEQVKASGI...............................SMPEALLSSG.FFQSHELTE........HLSSVFGLS 60
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 RQALIESRKSGR...............................PLTEVLESLTGQQLSPELLRQYKKQQLFELKILYGVE 86
NTDB id 1410 SGL RS13950 WP 010873519.1 RQALVQVKKTGR...............................SLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
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NTDB id 1306 DR RS10060 WP 027479822.1 FLDPIQNPPDP.....KVALMIPEATARRYVVVPVRL....QGNSLVVAMKDPRNVFALDDLKLIT...GKEILPAVMAE 459
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CT.....SLNQYEYASLCQTLGLRDLITRHNALPLNR....TSSTLILAVADPTNLQAEDDFRFAT...GLQVELVLADF 128
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 FLDPEVNSVGNTMVGNLIDTLIPVDICRRHRLVPLSKHEDQTPPSVLVAMVAPDNLEASDDLNRILRPQGLALQRMVITQ 166
NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQ 165
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NTDB id 1306 DR RS10060 WP 027479822.1 KDIIRLIERYFGEKG...............FEKLNKELAER.........NKTQQSQEADLSVADESAIVQVVDSIIREA 515
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RELTAAIRRLYG.........RSLGQEKSGLKEINQ.DELAGLVDIGE..DEIE...NIEDLSQDESPVSRYINQILLDA 193
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 EDYQQLINQYLDDLAVR...QKHLEQEK..FTDINQDLENLGNLDIEDAPDDMEADLGAAMKGAEDAPVINLVNRILAKA 241
NTDB id 1410 SGL RS13950 WP 010873519.1 DDFNQLLEQYYAIREEWEAAQEKRDQER.ALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKA 244
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NTDB id 1306 DR RS10060 WP 027479822.1 ALQDASDIHIETTEDAVKVRYRIDGALREQ.NSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF.KKGSIDLDLRLS 593
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAIDMRVS 272
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 LHEKVSDIHIEPQEENLRIRFRKDGVLREAFDPLPKKIIPAVTARFKIIASLDIAERRLPQDGRIRR.LFEGRKVDFRVN 320
NTDB id 1410 SGL RS13950 WP 010873519.1 LQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRR.IYQGRKVDFRVN 323
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NTDB id 1306 DR RS10060 WP 027479822.1 TLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIE 673
NTDB id 1401 DSB67 RS12665 WP 010643259.1 TLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTAE 352
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 TLPSRYGEKVVLRILDNSSTQLGLNKLITDPETLRIVQDMVSRPFGLILVTGPTGSGKTTSLYSALSEKNDPGINISTVE 400
NTDB id 1410 SGL RS13950 WP 010873519.1 TLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAE 403
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NTDB id 1306 DR RS10060 WP 027479822.1 DPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEE 753
NTDB id 1401 DSB67 RS12665 WP 010643259.1 DPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLSN 432
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 DPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGE 480
NTDB id 1410 SGL RS13950 WP 010873519.1 DPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDE 483
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NTDB id 1306 DR RS10060 WP 027479822.1 MGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIR...............GANLMRGTGCPRCGG 818
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQ.LQHIGIANTE...............QI..FQANPDGCNECT. 493
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 MGIEPFMVSSSLIGVLAQRLVRRVCSECRIAYTPTTEELARYGLLASSEVEVTFYKANSLTLEAIAEAKTKNHLCPACNG 560
NTDB id 1410 SGL RS13950 WP 010873519.1 MGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSG 563
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NTDB id 1306 DR RS10060 WP 027479822.1 TGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS........... 887
NTDB id 1401 DSB67 RS12665 WP 010643259.1 HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIA.NGMQTLQMSGIEKLKQGITSFRELQRVLYF........... 561
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 VGYKGRCGVYEVMRVTENLQTLINEEAPTERIKEVAIE.EGMKTLLAYSIDLVRQGSTTLEEVERVTFTDTGLEAELKAK 639
NTDB id 1410 SGL RS13950 WP 010873519.1 SGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVE.EGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAK 642
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RKSTAGLTCRTCADAETLKQPQEMWLDCPYCLMTSRFS
NTDB id 1306 DR RS10060 WP 027479822.1 .............................. 887
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .............................. 561
NTDB id 1059945 ACFG4S RS10565 WP 392534749.1 RKTGLTCRTCDATLKPEMLDCPYCLTSRF. 668
NTDB id 1410 SGL RS13950 WP 010873519.1 RKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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