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NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGAS.QNFN.SNQSNGSQ.....................QSGFTSP 137
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NTDB id 105938 AAA985 RS00395 WP 050149695.1 T..TNLVPDFTRDNNPFGRPTNPLDISDDDLPF 191
NTDB id 624 LCA RS00040 WP 011373726.1 QQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
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