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NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPH.SATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVIT 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKS.TEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKS.SVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKS.SVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKS.SVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKS.SVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVIT 77
NTDB id 1059295 ACFKHK RS10760 WP 171989296.1 .........MKKLLKFVILFVVGFLGGIGGYYFASSTLTQGNSTSNQANTTSVSNVQYTNDTSTTQAVEKVQDAVVSVIN 71
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFN...WITGNKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVIN 77
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NTDB id 425 SGO RS10525 WP 012131081.1 YSESNSDAI...FD..NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSD 153
NTDB id 539 SM12261 RS09395 WP 000681587.1 YSANRQNSV...FG..NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 256 KZH43 RS10270 WP 000681597.1 YSANRQNSV...FG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 215 SPD RS10945 WP 000681597.1 YSANRQNSV...FG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 181 SPR RS10425 WP 000681597.1 YSANRQNSV...FG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 145 SP RS11450 WP 000681597.1 YSANRQNSV...FG..NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSD 152
NTDB id 1059295 ACFKHK RS10760 WP 171989296.1 YQTQSSNSLSSIF...GNIESSDELAVAGEGSGVIYKKDGDTAYIVTNNHVISGAEKIDILLASGEKLSGELVGADTYSD 148
NTDB id 381 SMU RS09890 WP 002262650.1 YQKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSD 157
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NTDB id 425 SGO RS10525 WP 012131081.1 ISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPG 233
NTDB id 539 SM12261 RS09395 WP 000681587.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 256 KZH43 RS10270 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 215 SPD RS10945 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 181 SPR RS10425 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 145 SP RS11450 WP 000681597.1 IAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPG 232
NTDB id 1059295 ACFKHK RS10760 WP 171989296.1 IAVIKIAADKVTTIAEFANSDTIKVGETAIAIGSPLGSVYANTVTQGIISSLSRTVTSQTEDGQTISTNAIQTDTAINPG 228
NTDB id 381 SMU RS09890 WP 002262650.1 LAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPG 237
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NTDB id 425 SGO RS10525 WP 012131081.1 NSGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDR 311
NTDB id 539 SM12261 RS09395 WP 000681587.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRR 308
NTDB id 256 KZH43 RS10270 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 215 SPD RS10945 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 181 SPR RS10425 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 145 SP RS11450 WP 000681597.1 NSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRR 308
NTDB id 1059295 ACFKHK RS10760 WP 171989296.1 NSGGPLINIQGQVIGINSSKITSSSVSSSGVAVEGMGFAIPSNDTVQIINQLETNGKVTRPALGVQMVNLTDLSTSQLEK 308
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NTDB id 425 SGO RS10525 WP 012131081.1 LK.LPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKS 390
NTDB id 539 SM12261 RS09395 WP 000681587.1 LN.IPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKS 387
NTDB id 256 KZH43 RS10270 WP 000681597.1 LN.IPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 215 SPD RS10945 WP 000681597.1 LN.IPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 181 SPR RS10425 WP 000681597.1 LN.IPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 145 SP RS11450 WP 000681597.1 LN.IPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKS 387
NTDB id 1059295 ACFKHK RS10760 WP 171989296.1 AGLANTDLTSGVLIVSTQSGLPADGKFEPYDVIIEIDGETIENKSDLQSELYKHQIGDTITVTYYRNNKKMTVDIKLTHS 388
NTDB id 381 SMU RS09890 WP 002262650.1 LK.IPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKT 396
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