
logo MSDKNQRHTEHI
LEEKYQTWDLTTI FAPTDAEADWEETELYAESLTQVAQDELTEKKTAKSADFYAGHLLDSAKNSLLDGAI STELTQYLMGSLMRR I

LEKI
LYVYASMKND

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 MSKQRHEIEEKYQWDLTTIFPTDEAWEEELASLQAETETAKDFAGHLLDSAKSLLDISETQLGLMRRIEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !! *!***!!!! !!!!!!!*!! !! ! ! * ! *!!!!!!!!! !! *! * !!!!*!!*!!!!!!!!!

logo QDTRTEVGKLYQEFYQAKAMSGNLYSAQFLSEQAFAFYFYEPEFMAI
L
D
T
D
E
E
K
K
QLAKAEFKMDEEQEPGTLGVLQYDSHQYFEKRLLAANKDHVLSQEAI EELVLAAAT

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 QDTREGKYQEFQAKAMGLYSAFSQAFAFYEPEFMAITEEQLKAFMDEEPTLVQYSHQFEKLLAAKDHVLSQEIEEVLAAT 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !!!*!!!! !!! ! !!!**!!!!!!* * ! ! * !! ! ! ! !!*!!! !!!!!!!! !!*!!!

logo

G
S
D
E I FENGSPATDETFNSVLDNADS I LFPEWI

V
A
SDEGEQGDHLVVEPLSTHGNFYIHTFLMESKDNRDI

VRKQEGAYEAMYGTYEQFQHTYAKQTLQGSNVI
VKVHN

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 SEIFESPAETFSVLDNASILFPEIADEEGHLVPLSHGNYIHFMESKNRDVRQEAYEAMYGTYEQFQHTYAKTLQSNIKVN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ! *!! !!!!! !!!! * ! !**!*!*!!!*!* !!!! !!*! !!!!!!!!!!!!!!!!! !!! *!!*

logo NLYKQAKRLVRHKYDNSARHAASLAANF IPESVYDSTLLVEASVNKHLPLLHRYI
L
D
NLRKKLVLGI

LDDELKMYDMVYTPLSDEFTESTAKI
L
S
TYEDEASLK

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 NLKARLRKYDSARHASLAANFIPESVYDTLVEAVNKHLPLLHRYINLRKKLLGIDDLKMYDMYTPLSDFSTKISYEDALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus ! !**!*! !!!!! !!!!!!!!!!!!*!*! !!!!!!!!!!!* !!!!*!!*!*!!!!!*!!!!!* ! **!!* !!

logo KACEQETVLAE I FGEDEYSAKGIVHKAEAFYETENRWIDVHPVNEKGKRSGAYSGGAYDTNAFMLLNWQDNTLDNLMF
YTL IVHETGHSLHSMTFLTRKQT

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 KCQETLEIFGEDYSAIVKEAYENRWIDVHVNEGKRSGAYSGGAYDTNAFMLLNWQDNLDNMYTLIHETGHSLHSMLTRKT 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !* ! ! !!!!*!! !* !* !!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!!**!!*!!!!!!!!! !! !

logo QPYVYGDHYPS ILFLAE IASTTNENI
LLTEKTLLAKEVEKDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHQAIHYEKADAQESGQI

VLTADF
NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 QPYVYGHYSLFLAEIASTTNENLLTEKLLAEVEDDKERFAILNHYLDGFRGTVFRQTQFAEFEQAIYKADQEGQVLTADF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!*!**!!!!!!!!!!!!*!!! !! !! !!! !!!!!!!!!!!!*!!!!!!!!!!!!!*!!* !! !!*!!!!!

logo

L
MNEKLYAGDQLTNEKYYGNLKSAEDENPYE IQFEWAER IPHFYMYNFYYVYQYATGFAAASAYLAENKIVHNGSTEPEDKEANYLNTYLKAGSSDYPSL

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 LNELYGQTNEKYYGLSAEENPEIQFEWARIPHFYYNFYVYQYATGFAAASALANKIVNGSPEDKENYLNYLKAGSSDYSL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!* !!!!! ! !!*!*!!!!!! !!!!!! !*!!!!!!!!!!!!! !! !!!*!**!!!! !! !!!!!!!!!*!



logo

E
NVIAKKAGVDMTKNETDYLDNADAFKVFEADRLTVELEAELVEKGVHTLSSVK

NTDB id 1059269 ACFKHK RS06590 WP 392461450.1 NVIAKAGVDMTKEDYLNDAFKVFEARLTELEELVEKGVTSVK 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS. 601
consensus !! !!!!!!! !!! !!!!!! !! !!! !!!!!!* *
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X ≥ 50% conserved


