
logo MI
T
E
GTGFNRYS I LASGSSGNCSFYLETDPKQKKRI L IVDAGLSGKKI STQSLLMAE IDRKPVDDI

VDAI LVTHEHKSDHIHGI
VGVLARKYGLMD

NTDB id 1059260 ACFKHK RS03460 WP 174845894.1 MIGTGFNYSILASGSSGNCFYLETDKKKILVDAGLSGKKITSLLAEIDRKPDDIDAILVTHEHSDHIHGIGVLARKYGMD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! !!! !!!!!!!!!!!*!!!!!* !*!!*!!!!!!!!!* !*!!!!!!*!!*!!!!!!!!! !!!!!*!!!!!!!!*!

logo

I
VYANAEALTWLQAMDEGSKMI

LGKIDVSTQKHI FDELGKSMTI
KTFGDI

LDI ESFGVSHDAACQPQFYRFLMKDDGKSFVI
MLTDTGYVSDRMAVDGI

L
I
V

NTDB id 1059260 ACFKHK RS03460 WP 174845894.1 IYANELTWLAMESKLGKIDVTQKHIFELGSMKTFGDLDIESFGVSHDAACPQFYRFMKDDKSFVMLTDTGYVSDRMVGIV 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !! !!* *!!!!!*!!!!!*!! !!!!*!!!!!!!!!!!!*!!!!! !!! !!!!*!!!!!!!!!!! **

logo ENADAGYL I ESNHDI
VE I LRSGI

SYPSWNSLKQR I LSDKGHLCSNDEDGADEATMI
VRSTLGNKRTKNKIYLGHLSKENNI

VKELAHMTMKVNAQL
NTDB id 1059260 ACFKHK RS03460 WP 174845894.1 ENADAYLIESNHDVEILRSGSYSWNLKQRILSDKGHLCNEDGADAMIRSLGNRTNKIYLGHLSKENNIKELAHMTMVNQL 240
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!*!!!!!!!!*!!!!!! !*! !!!!!!!!!!!!*!*!!!* !*!*!!!*! !!!!!!!!!!!!*!!!!!!!! ! !

logo

A
MQADLAGVDGHTDFKQIYDTSPDTALTPVLATKI

NTDB id 1059260 ACFKHK RS03460 WP 174845894.1 AQADLGVGTDFQIYDTSPDTATVLTKI 267
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!*! *!! !!!!!!!!! *! !!

X non conserved

X similar

X ≥ 50% conserved


