
logo

MMM
TEEQLHKYLKNI

TKDINQAPNPYQPRLHQFDKETEKEKLELELAQS IKENGLVIQP I IVRKRSDP I
L
F
IGFYDELLVAGERRLKRAASKQLAGLNTEKIPAVI

V I
NTDB id 1059240 ACFKHJ RS10695 WP 171989297.1 ..MEELHYLKIKDIQANPYQPRLHFDEEKLLELAQSIKENGVIQPIIVRRSPLIGFELLAGERRLRASQLAGLTEIPAVI 78
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVII 80
consensus ** ! !*!! !!!**!!!!!!!*! ! !!!!!!!!!!*!!!!!!!*!** !**!*!!!!!!*! !!!! !! *!

logo KHKI
LSDDDLSLMKYQAI I ENLQRSDLNP I EEAHKASYEQKNL IKNKRNGHLMTHDDE IAKQI

V
I
MGKSRPYITNLS ILRLLHNLPSELHS ITRSQALVEKTGKL I STQ

NTDB id 1059240 ACFKHJ RS10695 WP 171989297.1 KHLSDDDLLYQAIIENLQRSDLNPIEEAHSYEKLIKK.GLTHDEIAQIMGKSRPYITNLLRLLHLSESTRQAVETGKITQ 157
NTDB id 382 SMU RS09895 WP 011074697.1 KKISDDDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQ 160
consensus !**!!!! * !!!!!!!!!!!!!!!!!!* ! !! ****!!!*!! **!!!!!!!!! *!!!*!* * !!*! ! !*!

logo GHARLQLLVAS ILESEKQDRLQQADEKWFVQKI LQETEKDQI
LSVHRQI

LERTAI LKSSKQKTKKETI
K
K
R
TK
S
K
S
D
N
I
QFLVAEEKEEKEKLASKQLSLGLTKPVTVIHQQYKNKKNGHQSGQLKT

NTDB id 1059240 ACFKHJ RS10695 WP 171989297.1 GHARQLVALSE.RQQAEWVQKIQEKDISVRQLETILSSKKKKTIR.KSNQFVAEEEEKLAKLLGTKVTIQQKKNGSGQLT 235
NTDB id 382 SMU RS09895 WP 011074697.1 GHARLLLSIEKQDLQDKWFQKILTEQLSVHQIERALKSQTKKEKKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLK 240
consensus !!!! !* * * ! ! !!! *!!*!*! ! ! !! ** !*!! ! ! !! *! !* ! * !!!

logo IQSFQSNSEI EDEFENR I
L
I
MNKSLKN

NTDB id 1059240 ACFKHJ RS10695 WP 171989297.1 IQFQNIEEFERIINSLK 252
NTDB id 382 SMU RS09895 WP 011074697.1 ISFSSEEDFNRLMNKLN 257
consensus ! ! !*! !**! !

X non conserved

X similar

X ≥ 50% conserved


