
logo MKKYVI FLKLRVTLRSLFLSLI FMVVTTAL ITYSTI IYTMVPRKRKL I FERKQDAPTNYTNKMIAKDTPADSKTADNYVENTVIYEKRLMGYI EDYLYNDPTKELQEAKTAVS
NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 MKKYVFKRVLRSLFSLFMVTTLIYSIIYTMVPRKKIFEKDATYTKMAKDPDSKTDYVNTVYEKMGYIEYLNPKELQEATV 80
NTDB id 476 HSISS4 RS06995 WP 013990225.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERMGYIDYYDTKELQEKAS 80
NTDB id 325 STU RS16125 WP 002946410.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
NTDB id 293 STER RS06925 WP 011681416.1 MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS 80
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NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 EVDSSVTVEPTDTNKKIYEEYVVELGKNWVLHQFEGSQSFYATREIPIYERIIDFYGNMFEFDHVNKVQDPENPDLERYI 160
NTDB id 476 HSISS4 RS06995 WP 013990225.1 SLDKSVTTKPTKENKAIYQKYVDSLGHGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 325 STU RS16125 WP 002946410.1 SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
NTDB id 293 STER RS06925 WP 011681416.1 SLDKSVTTKPTKENKAVYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI 160
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logo RFI ENDPAIGWSLVVGSGTEKHKYLLYFNGSQFPF IVHQNFVNKLMNLGVTSYPTYAGNEVQEGVLDVLITNQGQGKQTNQKSTSDEVVTNFPTGEKVKKVI SS
NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 RFENDPAIGWSLVGSGTEHKYLLYFNSQFPFIHQNFVNLNLGVSYPTYANVEVLDVLTNGQGKTNSTDVTFPTGEVKKSS 240
NTDB id 476 HSISS4 RS06995 WP 013990225.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTQSSEVNFPTGK.KVSS 239
NTDB id 325 STU RS16125 WP 002946410.1 RIENDPAIGWSVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
NTDB id 293 STER RS06925 WP 011681416.1 RIENDPAIGWSVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGK.KISS 239
consensus !*!!!!!!!!!*!!!!!*!!!!!!!!*!!!!*!!!!!**!!!*!!!!!!***!!!!*!*!!!*!*!**!*!!!!* !*!!
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NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 IDIYSRTYKSPSVADAKDKANFGDDPYTATKSRYKDPSMIVNSSIIGLISVFITYILGIPLGILMARFKNRGFDVVTTAI 320
NTDB id 476 HSISS4 RS06995 WP 013990225.1 VDIYSRTYKSPSQADARDRSYYGDDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTGI 319
NTDB id 325 STU RS16125 WP 002946410.1 VDIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTIFDSVSTGV 319
NTDB id 293 STER RS06925 WP 011681416.1 VDIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGV 319
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NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 FSFLMALPSLAFIYIFRFTFGQIFNLPDTFPVLGASDPRSYLFPAVLLGLLSTPWTAIWIRRYFIDLQNSDYVRFARAKG 400
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LTFLLSLPTIALVYIIRL.IGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 325 STU RS16125 WP 002946410.1 LTFLLSLPTIALVYIIRL.IGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
NTDB id 293 STER RS06925 WP 011681416.1 LTFLLSLPTIALVYIIRL.IGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKG 398
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NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 LSESEISRTHIFRNAMVPVIHSVPAAIVGVIVGATLTESVFAFPGMGKMLIDSINVSNNNMVVALSFIFAGINIFALLLG 480
NTDB id 476 HSISS4 RS06995 WP 013990225.1 LSEQEISNKHIFKNAMVSLVSGIPASIVSVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALTIFSLLVG 478
NTDB id 325 STU RS16125 WP 002946410.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
NTDB id 293 STER RS06925 WP 011681416.1 LSEQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVG 478
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logo DLI LMTLMIVIDPR IKLDTVSKGGK
NTDB id 1059222 ACFKHJ RS08685 WP 392452501.1 DLLMTLVDPRIKLDVKGGK 499
NTDB id 476 HSISS4 RS06995 WP 013990225.1 DILMTMIDPRIKLTSKGGK 497
NTDB id 325 STU RS16125 WP 002946410.1 DILMTIIDPRIKLTSKGGK 497
NTDB id 293 STER RS06925 WP 011681416.1 DILMTIIDPRIKLTSKGGK 497
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