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NTDB id 290 KZH43 RS10025 WP 001109677.1 LMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 289 SPD RS10700 WP 001109677.1 LMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 287 SP RS11210 WP 001109712.1 LMDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRV 514
NTDB id 377 SMU RS09275 WP 002262344.1 LITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRV 517
NTDB id 297 STER RS00545 WP 011680614.1 LISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRV 520
NTDB id 329 STU RS10020 WP 011225298.1 LISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRV 520
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NTDB id 241 SP RS04015 WP 000882523.1 IGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAP 532
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NTDB id 329 STU RS10020 WP 011225298.1 IGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAP 600
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