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NTDB id 599 KW2 RS05940 WP 021037268.1 ..MITNFDLFRWKK.AGMTNLG...VNKL.........LKFFRKYDRKISLRQMGQVAQVKSIPNFIEQYKNQDVKKLRA 65
NTDB id 525 SMSK321 RS06295 WP 000705298.1 .MKITNYEIYKLKK.SGLTNQQ...ILKV.........LEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLEK 66
NTDB id 267 KZH43 RS05590 WP 000705306.1 .MKITNYEIYKLKK.SGLTNQQ...ILKV.........LEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLSK 66
NTDB id 226 SPD RS05990 WP 000705306.1 .MKITNYEIYKLKK.SGLTNQQ...ILKV.........LEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLSK 66
NTDB id 192 SPR RS05715 WP 000705306.1 .MKITNYEIYKLKK.SGLTNQQ...ILKV.........LEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLSK 66
NTDB id 157 SP RS06205 WP 000705306.1 .MKITNYEIYKLKK.SGLTNQQ...ILKV.........LEYGENVDQELLLGDIADISGCRNPAVFMERYFQIDDAHLSK 66
NTDB id 497 SM12261 RS05565 WP 000705318.1 .MKITNYEIYKLKK.SGLTNQQ...VLAV.........LEYGENVDQELLLGDIAEISGCRNPAVFMERYFQIDDAHLEK 66
NTDB id 1059211 ACFKHJ RS06175 WP 216806681.1 ...MNNFELFKWKK.AGLSNLN...INKV.........LAYQEKQGKKLTLRNVAVVSECKNPILFMENYKNLDTKACRE 64
NTDB id 407 SMU RS04605 WP 002262865.1 ...MDNFQLFKLKK.AGLTNLN...ILNI.........IDYEERTQKSLSLRDMAVVSKNKKPLIFMEHYKNLDSKALRK 64
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQ.KRWPDLNLMF...QLSSVDL......EEAGLPSWLAQTIKNFDPDFIKT 65
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTEQLQLLGL......TAKQLQAWSQV......DKEVDA 68
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NTDB id 599 KW2 RS05940 WP 021037268.1 DYKKF......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELNQ.SFTIV 138
NTDB id 525 SMSK321 RS06295 WP 000705298.1 EFKKI......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLEN.ELVIV 139
NTDB id 267 KZH43 RS05590 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIV 139
NTDB id 226 SPD RS05990 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIV 139
NTDB id 192 SPR RS05715 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIV 139
NTDB id 157 SP RS06205 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIV 139
NTDB id 497 SM12261 RS05565 WP 000705318.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLEN.ELVIV 139
NTDB id 1059211 ACFKHJ RS06175 WP 216806681.1 EFNKY......PSFSILDDIYPTALKQIYNPPVLLFYQGDLELLEKSKLAVVGTRNASENGIQSVQKIIKELNN.RFVIV 137
NTDB id 407 SMU RS04605 WP 002262865.1 EFNRF......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLSK.QFVII 137
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIV 145
NTDB id 1399 DSB67 RS15600 WP 010645755.1 CLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVT 148
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NTDB id 599 KW2 RS05940 WP 021037268.1 SGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGV 218
NTDB id 525 SMSK321 RS06295 WP 000705298.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 267 KZH43 RS05590 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 226 SPD RS05990 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 192 SPR RS05715 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 157 SP RS06205 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 497 SM12261 RS05565 WP 000705318.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 1059211 ACFKHJ RS06175 WP 216806681.1 SGMARGIDTVAHIASLKNGGQTIAVIGTGLDNVYPKENKELQHYIGKHQLVLTEYEPNAQPLKYHFPERNRIIAGLAEGL 217
NTDB id 407 SMU RS04605 WP 002262865.1 SGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGV 217
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCI 225
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SGLALGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAENGALVSEFRPDAKPRAENFPRRNRIISGLSLGV 228
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NTDB id 599 KW2 RS05940 WP 021037268.1 VVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN................ 282
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 226 SPD RS05990 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 192 SPR RS05715 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 157 SP RS06205 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 1059211 ACFKHJ RS06175 WP 216806681.1 VVCEAKIRSGSLITCERALEEGREVYAIPGSIVDGKSDGCHHLIQEGAKCITSGLDILSDYRF................. 280
NTDB id 407 SMU RS04605 WP 002262865.1 MVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF................. 280
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHH.QFTSNKPIFSLAS 304
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSLDLFSAPI 308
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