logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1059211 ACFKHJ RS06175 WP 216806681.1
407 SMU RS04605 WP 002262865.1
1250 GCO85 RS13065 WP 027219989.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1059211 ACFKHJ RS06175 WP 216806681.1
407 SMU RS04605 WP 002262865.1
1250 GCO85 RS13065 WP 027219989.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1059211 ACFKHJ RS06175 WP 216806681.1
407 SMU RS04605 WP 002262865.1
1250 GCO85 RS13065 WP 027219989.1
1399 DSB67 RS15600 WP 010645755.1

consensus

e e N ... L) oo Lovers mOAE B

LEYGENVDQELLLGDIA
LEYGENVDQELLLGDIA
. . R LEYGENVDQELLLGDIA
AMKITNYEIYKLKKR c LEYGENVDQELLLGDIA
AMKITNYEIYKLKKR R LEYGENVDQELLLGDIA

LEYGENVDQELLLGDIA

EEKQLQAWSQV

skokok ok Kok Kok Kok ok ok ok ok ok ok Xk * % % % * % %k ok 1 sk ok ok ok % ok o ok % ok ok ok ok k ok ok Kok kokkokkk ok

&MWwQMMWWWMMM%MﬁWMMW

> >\/|v

PSFSILDDMYPRWALIY IY |YPVLLFY[(NG L LLINGIK AVVG RUFASIA GINNSV K
PSIRSTILD)S2YPIR LIQYIY |¥PVLLFY[NG LDLLESHPK AVVGSRIFASEIGEEN VIK

CLTWVAASSHHHIL
* % ok % ok * kxok || okokokokokok |k Kok Dokokokok Dokskkoskk Dok D Dok | %ok 1ok ok kokokkokk ok okok

L e A T el om0

‘-i?
SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIlNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV
SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGYV
SG A GIDTEjAHA LKNGGHTIAVIGTGLDNVYPKENKELQHYIGKHQLVL EY2PNWAQPLK HFPJMRNRITIAGLENAG
SGLA GIDTAAHIMA LESIGGERITIAVIGTGLDVEIYPKIAN RLQDYI 4 HL LSEYWNASQPLK HFPMRNRITIAGLBJNGV

SGLAMGIDINIAH [§L [MGGKTIAV GTG D[eRtYP 1%l LI\:[NIjga [€EL

Plok Dok D Dok Dokokokokokokokokok |11 Dok Dok Dskookokok |1 okook ok ok ok ok ok ok okoskokokokok sk sk okok | *k ok k| kok Dl DD bk

138
139
139
139
139
139
139
137
137
145
148

218
219
219
219
219
219
219
217
217
225
228



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1059211 ACFKHJ RS06175 WP 216806681.1
407 SMU RS04605 WP 002262865.1
1250 GCO85 RS13065 WP 027219989.1
1399 DSB67 RS15600 WP 010645755.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1
226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
1059211 ACFKHJ RS06175 WP 216806681.1
407 SMU RS04605 WP 002262865.1
1250 GCO85 RS13065 WP 027219989.1
1399 DSB67 RS15600 WP 010645755.1

consensus

I e = e Y S

VIEAKIBRSGSLITCERAJBEEGRD FAIPGRIEDGESDGCIJHLIQ GAKLVE{N QD LIJE 15 |/
IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF EF |,
IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E |,
IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E |,
IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF EF |,
IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E |,
IVAEAKMRSGSLITCERAMEEGRDVFATIPGSILDGLSDGCHHLIQEGAKLVTSGQDVL AEF E F |

VEEAKHRSGSLITCERAMEEGR V AIPGSI DGI§SDGCHHLIQEGAK[E TSGHD L = [F

VAEAKMRSGSLITCERAMEEGRDVF[j PGRJILDG{NS GCHHLIQEGAK

VHEAINL SGSLITINIUAME JRDVIMAIPGSIf L RIGCHNL ' Q { GAKLVTSIFAD VL EIRERA:1: NI G ]

SGSLITHEGAYAIRE ' GR VFA P STNFNRY BIGIEUNL I QIGA[GL V{AREQ VLNEI.SLLDWSINQSLDLFSAPI
Lol | Prrnnd Dok Dotk | okokokokok | okor | skook ok ook ok | I ok ok ok |k ook ok ok

seeeL -FeSLYERYOREXT ovDer AsRz> Yy eV i s=LXELELRCRVYAVEOOY | R<exer

.............................................................. 282
.............................................................. 282
.............................................................. 282
.............................................................. 282
.............................................................. 282
.............................................................. 282
.............................................................. 282
.............................................................. 280
.............................................................. 280
G..... KENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
DEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG. 369

K non conserved
B similar
i >50% conserved

282
282
282
282
282
282
282
280
280
304
308



