
logo ML
S
F
I
K
S
R
K
F
L
R
KKI

Q
T
I
K
W
Q
S
Y
D
T
A
E
D
K
N
D
I
FSFYFSIHRFYNFAGVFTGL I FFGSLVTMTAVL I I FILQLVMRHFSGTS IMLYQSTTSSVDNSDSTKLAKHI

R
G
A
I
L
K
T
S
D
E
A
N
V
P
A
N
Q
D
L
A
Y
VVIGNQFMLTALIASNHRNTANYTEPENI STKEDAFL IE I

N
G
Q
A
D
R

NTDB id 1059209 ACFKHJ RS04855 WP 392453165.1 MSKRFKKIISTDKFSFFIRYFAVFTLIFGLMTAIIFQLMRSTMYQTSDSTLARIKDAPALVVGFAIARTYEPNSEFIIQD 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNN.PITEAENGD 79
consensus !*****!*******!*!***!*!!!*!!**!!*!!*!*!****!***!**!*****************************

logo

G
A
A
N
D
IADES

A
DSAESNSDTTNSPKFN

S
Q
K
K
V
D
K
E
D
S
I
N
Q
K
G
L
P
K
Q
N
L
M
V
A
G
S
A
Y
SNTDHETVLI LYFSDNKKDHFGNTVQI

V
L
N
V
L
N
S
P
V
G
D
N
A
N
RFSTLSGLSYDDHKLIRSKPLDKELKKDNE I

LGDEHIKVYEQAQI ETQAVDKFSNI
T
S
F
YGGQSTE

NTDB id 1059209 ACFKHJ RS04855 WP 392453165.1 GNIADESDSAESNSDTTNSPKNQKDDQLKLGYNTHVLLYSND.GVVVNPDNFTGLSDLSLDKKNLGEIKEATVDSTFGGS 159
NTDB id 259 KZH43 RS03480 WP 000491790.1 AD....A..............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 218 SPD RS03780 WP 000491790.1 AD....A..............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 184 SPR RS03565 WP 000491790.1 AD....A..............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 148 SP RS03910 WP 000491790.1 AD....A..............SKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 363 SMU RS05195 WP 002262215.1 .A....S..............FKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQT 140
consensus ** * ***********!!***!*************!**!*******!**!*!*********!**

logo EDKIYRTYVVITL IVMKELVTANNPIDSDSFLVGYYSYSPYTDQNIKFYATAI
V
F
V
L
V
INVTTSQI

L
K
E
E
S
Q
S
A
I
N
S
E
T
Q
R
T
K
Y
H
V
ETQAILVIAIV I

S
VVMI

V
A
V
S
A
FWLI ILS IVL ILAS IVLYLSAKNRLWVSMQVKRP I

LL IENSYMEQKQKQ
NTDB id 1059209 ACFKHJ RS04855 WP 392453165.1 EDYRYVTIELAPDDLGYYSSYDIKYATIFVNVSQIKSSIETYETAVAIVMVSAWLISILASIYLSNLSMRPILISYQKQK 239
NTDB id 259 KZH43 RS03480 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 218 SPD RS03780 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 184 SPR RS03565 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 148 SP RS03910 WP 000491790.1 EIYRVILMETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQ 218
NTDB id 363 SMU RS05195 WP 002262215.1 EKYRTVTVKVNN.DF....YPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQK 215
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NTDB id 1059209 ACFKHJ RS04855 WP 392453165.1 DFVENASHELRTPLAVLQNRLEGLFRHPNATILESSESIGSSLEEVRNMRMLTTNLLNLARRDDGFKLDIVEVPPSYFDE 319
NTDB id 259 KZH43 RS03480 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 218 SPD RS03780 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 184 SPR RS03565 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 148 SP RS03910 WP 000491790.1 SFVENASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNT 298
NTDB id 363 SMU RS05195 WP 002262215.1 SFVENASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDD 295
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NTDB id 1059209 ACFKHJ RS04855 WP 392453165.1 IFENYMMIADENGKTVTVNNLIDQPIRTDKVLVKQLLTILFDNAMKYTEDDGAIQVTANIKDKSVYFTVADNGLGISDSD 399
NTDB id 259 KZH43 RS03480 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 218 SPD RS03780 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 184 SPR RS03565 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 148 SP RS03910 WP 000491790.1 TFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTED 378
NTDB id 363 SMU RS05195 WP 002262215.1 TFKNYEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDED 375
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NTDB id 1059209 ACFKHJ RS04855 WP 392453165.1 KKKIFDRFYRVDKARTRSKGGFGLGLSLALQISNSLKGTITVRDNQPKGTIFEVRLPR........ 457
NTDB id 259 KZH43 RS03480 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 363 SMU RS05195 WP 002262215.1 KKKIFDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
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