
logo MRKGAI LIATF ILFL I FGCVIVVVFHEFGHFYFFAKKRASGI LVREFAIGMGPKI FAHTGKDGTLVYTIR I LPLGGYVRMAGWGEDKTTE IKT
NTDB id 1059193 ACFKHJ RS01155 WP 239604470.1 MRGILAFIFIFGVIVVVHEFGHFYFAKKAGILVREFAIGMGPKIFAHTGKDGTLYTIRILPLGGYVRMAGWGEDKTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !**!**!**!!*!!!!*!!!!!!*!!!**!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo GTSPASLSTLNGEKADGVKVTRR INLTSGDKRQLVDNQLTSALPMNVTSAFYDFLEKDKLETITGLVLEGESTKTYKEVDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 1059193 ACFKHJ RS01155 WP 239604470.1 GTPASLSLNEAGVVTRINLTGKQLDNLSLPMNVTSFDFEKKLEITGLVLEESKTYKVDHDATIVEEDGTEVRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!*!***!*!*!!!!***!*!***!!!!!!**!*!*!!*!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QNATSVIWGRL ITNFAGPMNNF I LG I
VLVF I FI LMAFMVQGGVAQDLTSSTNALVI SQI
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D
NGGALAQAVASGLVKTGDKAI LVSAVINGKDAKTVDTSDYWTDESVLAKTE

NTDB id 1059193 ACFKHJ RS01155 WP 239604470.1 QNATVWGRLITNFAGPMNNFILGILVFIFLMFMQGGVADLSSNAVSITDGGALQAAGLVTGDKILSVNGDATDSYTEVAT 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!**!!!!!!!!!!!!!!!!!!*!!!!*!*!*!!!!*!*!*!******!!!*!**!!*!!!*!***!*!**********
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VLKTGFLVKDKIVFGGFQEMAGWAETGALTLAIVLTAATLKNGL IATN

NTDB id 1059193 ACFKHJ RS01155 WP 239604470.1 IISKAAADATTAPSFGLV.VEHDGATKNVTVTAEKVDGTYRIGISPILKTGFVDKIVGGFQEAGATALLIVTALKNLIAN 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus *************!*********!******!******!*!**!*!!*!!!!**!!!*!!!!*!***!**!***!!*!!*!
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MSAQAASEFSGLAI SVI LGDLMAGMLS INLGI FNL IP IPALDGGKIVMNI LI EA IRRKPLKNPQETI ESYITLAGV

NTDB id 1059193 ACFKHJ RS01155 WP 239604470.1 FDVKQLGGPVAIYKVSAQAAEFGLASVLGLMAMLSINLGIFNLIPIPALDGGKIVMNILEAIRRKPLKPETESYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !****!!!!!!****!!!!*!*!!*!*!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!*!!!!!!!!!

logo AVMVVLMIVAVTWNDI IMRVAFF
NTDB id 1059193 ACFKHJ RS01155 WP 239604470.1 AVMVVLMIVVTWNDIIRVFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !!!!!!!!*!!!!!!*!*!!
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