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NTDB id 85 BSU 00860 NP 387967.1 HRVSITDDAIEAAVKLSDRYISDRFLPDKAIDLIDEAGSKVRLRSFTTPPNLKELEQKLDEVRKEKDAAVQSQEFEKAAS 441
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NTDB id 377 SMU RS09275 WP 002262344.1 HHVIISDAAVMAAVKGAHRYLSGKNLPDSAIDLLDEASATVQGLVKKK..APAYLT........DLDHALITNDYQLAK. 461
NTDB id 297 STER RS00545 WP 011680614.1 HRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKKE..DKREIT........PLDEALISGDIGAAV. 464
NTDB id 329 STU RS10020 WP 011225298.1 HRVTITDAAVETAVKAAHRYLTSKNLPDSAIDLLDEASATVQVRIKKE..AKREIT........PLDEALISGDIGAAV. 464
NTDB id 1059192 ACFKHJ RS01100 WP 239604461.1 HRVRIGDAAVETAVAYAKRYLTSKNLPDSAIDLLDEASATVQNRVKGQ.VEETGLS........SIDKALMAGKYKTVS. 460
NTDB id 290 KZH43 RS10025 WP 001109677.1 HRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMDGKWKQAA. 459
NTDB id 289 SPD RS10700 WP 001109677.1 HRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMDGKWKQAA. 459
NTDB id 287 SP RS11210 WP 001109712.1 HRVQITDEAVETAVKMAHRYLTSRHLPDSAIDLLDEAAATVQNKAKHVKADDSDLS........PADKALMDGKWKQAA. 459
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NTDB id 85 BSU 00860 NP 387967.1 LRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVA 521
NTDB id 610 V4T04 RS10165 WP 012897346.1 KEKAVEKIADKI..YKFSV...KEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVS 530
NTDB id 377 SMU RS09275 WP 002262344.1 .....RLLKKEK...KPLL...K..KRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSIS 528
NTDB id 297 STER RS00545 WP 011680614.1 .....KQYKANQ...KAKF...P..KPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAIS 531
NTDB id 329 STU RS10020 WP 011225298.1 .....KQYKANQ...KAKF...P..KPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAIS 531
NTDB id 1059192 ACFKHJ RS01100 WP 239604461.1 .....KLLIKTT..EKNLL...SQNDDLEVTEDDILETLSRLSGIPVAKLSQSDTKKYLNLEAELHKRVIGQEEAISAVS 530
NTDB id 290 KZH43 RS10025 WP 001109677.1 .....QLIAKEE..EVPVY...K....DLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSIS 525
NTDB id 289 SPD RS10700 WP 001109677.1 .....QLIAKEE..EVPVY...K....DLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSIS 525
NTDB id 287 SP RS11210 WP 001109712.1 .....QLIAKEE..EVPVY...K....DLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSIS 525
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NTDB id 85 BSU 00860 NP 387967.1 KAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQ 601
NTDB id 610 V4T04 RS10165 WP 012897346.1 RAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQ 610
NTDB id 377 SMU RS09275 WP 002262344.1 RAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 608
NTDB id 297 STER RS00545 WP 011680614.1 RAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGE 611
NTDB id 329 STU RS10020 WP 011225298.1 RAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGE 611
NTDB id 1059192 ACFKHJ RS01100 WP 239604461.1 RAIRRNQSGIRTGRRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 610
NTDB id 290 KZH43 RS10025 WP 001109677.1 RAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 605
NTDB id 289 SPD RS10700 WP 001109677.1 RAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 605
NTDB id 287 SP RS11210 WP 001109712.1 RAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGE 605
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NTDB id 85 BSU 00860 NP 387967.1 LTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQN 681
NTDB id 610 V4T04 RS10165 WP 012897346.1 LTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITAD 690
NTDB id 377 SMU RS09275 WP 002262344.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQD 688
NTDB id 297 STER RS00545 WP 011680614.1 LTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHN 691
NTDB id 329 STU RS10020 WP 011225298.1 LTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHN 691
NTDB id 1059192 ACFKHJ RS01100 WP 239604461.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTVIIMTSNLGATALRDDKTVGFGAADLSKD 690
NTDB id 290 KZH43 RS10025 WP 001109677.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFD 685
NTDB id 289 SPD RS10700 WP 001109677.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFD 685
NTDB id 287 SP RS11210 WP 001109712.1 LTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFD 685
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NTDB id 85 BSU 00860 NP 387967.1 HKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYG 761
NTDB id 610 V4T04 RS10165 WP 012897346.1 YSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYG 770
NTDB id 377 SMU RS09275 WP 002262344.1 YKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMG 768
NTDB id 297 STER RS00545 WP 011680614.1 HQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMG 771
NTDB id 329 STU RS10020 WP 011225298.1 HQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMG 771
NTDB id 1059192 ACFKHJ RS01100 WP 239604461.1 HKEVEKRIFEELKKTYRPEFINRIDEKVVFHSLTESDMLDVVKVMVKPLIVVAASKGILLKFQPSALKLLAKEGYDPEMG 770
NTDB id 290 KZH43 RS10025 WP 001109677.1 QENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMG 765
NTDB id 289 SPD RS10700 WP 001109677.1 QENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMG 765
NTDB id 287 SP RS11210 WP 001109712.1 QENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMG 765
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NTDB id 85 BSU 00860 NP 387967.1 ARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 ARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV... 816
NTDB id 377 SMU RS09275 WP 002262344.1 ARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.... 813
NTDB id 297 STER RS00545 WP 011680614.1 ARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.... 816
NTDB id 329 STU RS10020 WP 011225298.1 ARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.... 816
NTDB id 1059192 ACFKHJ RS01100 WP 239604461.1 ARPLRRLLQTKLEDPMAEMLLREDLGAGMVLKVGVKANQLKFESVNE.. 817
NTDB id 290 KZH43 RS10025 WP 001109677.1 ARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.... 810
NTDB id 289 SPD RS10700 WP 001109677.1 ARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.... 810
NTDB id 287 SP RS11210 WP 001109712.1 ARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.... 810
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X similar

X ≥ 50% conserved


