
logo MTSYSSPSQSKRKRSRTALVATLTRNTEYFSPFGNKLVAGSGFHVDASEQLMKRQALMVEQSVKRKSTGRPSLPTEEVLEKAS IVSTGREQLSPELLRQHYKKNQQLFELK
NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 MTYSSPQRRSTALTTRTEFSPFGNKLVASGFVDSEQMKQALMESRKSGRPLTEVLESISGRQLSPELLRQHKKQQLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !!* **! !* ! !!!!!!!!!! !*!! !!**!!!* *!*!!*!*! ! **!! !!!!!!!!*!!*!!!!!!
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TCRRFHKRFLLVPLAKQNQEDGQDNPPSVLVAMVDPDNLAEAQSDDELNR I LRPVKQGFLEVLQR
NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 ILYGVESLDPEVSPVGNTTIANLIDALIPADICRRHRLVPLAKNEDQNPPSVLVAMVDPDNLEASDDLNRILRPQGLVLQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!*!*!!!! !** *! !! ! ! !!!** *!!! *!* !!!!!!!!!!!!!! ! !*!!!!!!* ! !
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NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 RMVIAQEDYQQLINQYLDDLAIRQ...KHLEQEKYTD.INQDLENLENLDVNDAPEEADADLGAAMKGAEDAPVINLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!* !*!**!!* !! *** * *!!* !**! * * *!*! *** ! ! * ! !!!!!!!!*
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NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 ILAKALHEKVSDIHVEPQEENLRIRFRKDGVLREAFDPLPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRLFEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!*! !!!!!!!!!! !!!!!!!!!!! !!!!!!*!! !!! !!!!!* *!!!!!! !!!!*!!!** !!!!!

logo FRVNTLPSRYGEKVCLR I LDNSATQLGLDFKL ITDNPETLQI
TVQRELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLAEKRNSPEGI

VNI
NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDKLITDPETLQIVQEMVSRPFGLILVTGPTGSGKTTSLYSALAEKNSPGINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!! ! !* !!*!!*!!!!!!!!!!*!*!!! !!!*!!! *!!
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LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!!!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!
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L
H
Q
E
LAKRAQKGHNLCQS

NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 RLGEMGIEPFMVSSSLIGVLAQRLMRRVCPDCRIPYTPTVDELARYGLSASQEVGVTFYKANTLTGEQLQEAKAKGHLCS 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!!!!!! !!*!!!!!!!!!*!!**!!!*!*!* *!! !*!!!!! * !!!!!!!*!*** ** !* !!*!!
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KTLLAYSLDNLVQREQGTYTTLEEVERVTFTDTGLEASELM
NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 TCNGVGYKGRSGVYEVMRITENLQTLINEEAPTERIKEVAVEEGMKTLLAYSLDLVRQGTTTLEEVERVTFTDTGLEAEL 636
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus ! ! !!!!! !!!!!!! *! * !!! !*!*!!!**!!!!!! !!!!!!! !! ! !!!!!!!!!!!!!!!!! !*
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NTDB id 1059129 ACF3DW RS13775 WP 016874200.1 KAKRKTSLTCRTCNAGLQPEWMDCPYCMTPRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *!!!!* !!!!!! ! !!*!!*!!!!!!!*!! *
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