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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 MPKQKTYYVCNECGAESPQWFGKCPACGTYNSLEEQIAIQSSTDIPSRGVSAWHSQQGTSKSANKPAKPRASLKFDQISD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANR...RAAFSHSV....QTVQK......PSPITSIET 67
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA...RVSLTGE.......KTK......PMKLAEVTS 64
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA...RVSLTGE.......KTK......PMKLAEVTS 64
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA...RVSLTGE.......KTK......PMKLAEVTS 64
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA...RVSLTGE.......KTK......PMKLAEVTS 64
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA...RVSLTGE.......KTK......PMKLAEVTS 64
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA...RVSLTGE.......KTK......PMKLAEVTS 64
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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 RQVTRWASGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNELAQR.YRILYVSGEESGQQVKLRASRLGVTPTL 159
NTDB id 125 BSU 00870 NP 387968.1 SEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN... 144
NTDB id 537 SMSK321 RS07120 WP 080550752.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 238 SPD RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 204 SPR RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 169 SP RS00155 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 509 SM12261 RS00130 WP 078228442.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 NVVGDDNGKSKVAEETVHLQESDEESADLYVLPETDLEEILKEMDSLKPNLTVIDSIQTVFFPALTSAPGSVAQVRECTA 239
NTDB id 125 BSU 00870 NP 387968.1 .........................NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTA 199
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTA 195
NTDB id 279 KZH43 RS00140 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTA 195
NTDB id 238 SPD RS00140 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTA 195
NTDB id 204 SPR RS00140 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTA 195
NTDB id 169 SP RS00155 WP 074017595.1 .........................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTA 195
NTDB id 509 SM12261 RS00130 WP 078228442.1 .........................DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTA 195
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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 ALMKVAKHEDITMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVENGLREVPN 319
NTDB id 125 BSU 00870 NP 387968.1 ELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLN 279
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLN 275
NTDB id 279 KZH43 RS00140 WP 074017595.1 ELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLN 275
NTDB id 238 SPD RS00140 WP 074017595.1 ELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLN 275
NTDB id 204 SPR RS00140 WP 074017595.1 ELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLN 275
NTDB id 169 SP RS00155 WP 074017595.1 ELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLN 275
NTDB id 509 SM12261 RS00130 WP 078228442.1 ELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLN 275
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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 PSELFLGNRDDPAPGTAIVVACEGTRPIVVELQALVSPTSYPSPRRSATGVDYNRLVQILAVLEKRVGIPMSKLDSYVAS 399
NTDB id 125 BSU 00870 NP 387968.1 PSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKV 359
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKS 355
NTDB id 279 KZH43 RS00140 WP 074017595.1 PSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKS 355
NTDB id 238 SPD RS00140 WP 074017595.1 PSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKS 355
NTDB id 204 SPR RS00140 WP 074017595.1 PSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKS 355
NTDB id 169 SP RS00155 WP 074017595.1 PSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKS 355
NTDB id 509 SM12261 RS00130 WP 078228442.1 PSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKS 355
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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 AGGLNVEEPAVDLGVAIALVASFRDRIVDPGTVLIGEVGLGGQVRAVSQMELRLKEAAKLGFKRAIVPKGQKFP...DLN 476
NTDB id 125 BSU 00870 NP 387968.1 AGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKG 439
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPME 435
NTDB id 279 KZH43 RS00140 WP 074017595.1 AGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE 435
NTDB id 238 SPD RS00140 WP 074017595.1 AGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE 435
NTDB id 204 SPR RS00140 WP 074017595.1 AGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE 435
NTDB id 169 SP RS00155 WP 074017595.1 AGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKE 435
NTDB id 509 SM12261 RS00130 WP 078228442.1 AGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKE 435
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NTDB id 1059126 ACF3DW RS09800 WP 016872550.1 IEILPVAKVIDAIIAAIPQHTLEDSDLEPDED 508
NTDB id 125 BSU 00870 NP 387968.1 IEVIGVANVAEALRTSLGG............. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 IQVIGVTTIQEVLKKVFA.............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 IQVIGVTTIQEVLKKVFA.............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 IQVIGVTTIQEVLKKVFA.............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 IQVIGVTTIQEVLKKVFA.............. 453
NTDB id 169 SP RS00155 WP 074017595.1 IQVIGVTTIQEVLKKVFA.............. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 IQVIGVTTIQEVLKKVFA.............. 453
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