logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1059018 ACFWFW RS00190 WP 000990715.1

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1059018 ACFWFW RS00190 WP 000990715.1

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1059018 ACFWEFW RS00190 WP 000990715.1

124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

T Dok Do

R TEAT W ERAE e A DL ks

LT

KAEIIAVG E LIMGQIPANTNAQF SENLAEIGV V BITAVGDN|ZR LA
AMKAE TAVGTEILTGQI NTNAQFLSEK[AE G DVYFHTAVGDNEGRLLS.LE ASER SN
.MK EITAVGTEILTGQIVNTN QFLSEKWJAE G DVYFQTAVGDNERRLLS LIFIAR RSPL

N R e I RN I T R e ey Ry Ry ey I Y Y e

DN

kx|

RO Al LA B SE

* % %

FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE
FFAWNRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSE

TKQTLAKFLGKRLVFDPQAQEKLD

TKQTLAKFLGKINLVFDPQAQEKLD
D loe Dok Dok Dok 1 Dotk Dokokokokoskokor Dok | okokok % I e R o I e I N

0 et TR | XUV DT T T T e

YSRVLRFFGIGESQL|AWS [NDLIDEQT PT APIRANMMGEVTLRL EIKI:{8AY EAEKL
L PMN AKPLLLKKIG IP2K [SHVLRFFGIGESQL)YMJLIAD IDWMQT PT APMAIMIGEVTLRL [\Kil b EERRHS
LKAMGEIEL L. RSN (N[A[]LYSRVLRFFGIGESQLVT LAD IDIQTDPTLAPYAK|GEVTLRLSTKA SQEEANNH
B TEIOKLYSRVLRFFGIGESREILVT LEDLINAQTDPT APYAKTGEVT RLSTKARRIQEA ' EJ
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
NTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
NTGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ\Y

N TGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQ|Y
D I N NN N NN ey e e ey I R I R Rl I I R Y R ey e

Pokokokokok Dok ok Dok Dokokokokox %

* I

155
159
156
156
156
156
156
156
156
156

234
239
233
233
232
232
232
232
232
232



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1059018 ACFWFW RS00190 WP 000990715.1
124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1059018 ACFWFW RS00190 WP 000990715.1
124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1059018 ACFWEFW RS00190 WP 000990715.1
124 BSU 16930 NP 389575.2

462 GPW51 RS00385 WP 012774894.1

412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1

205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

oo sb e | EE S e WESRKTLAAAESJ s AT

RMGEIIE D T'SLVKE SIACKEKGITI AAESIHT GLERIAN gy 15ISGEISI FEAGGYYVie
ARIDES

Dutb

DQPYIS[EHEK\VGQ

A Vig MLKIAYGKTIAAESLTAGLFQAR A F G FKGGF TYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFRAGGFVTYS
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFAGGFVTYS
SLRDMCYGYGEERISLASIVVEELK QGKTIWAAESLTAGLFQATVA FSGRASSIFKGGFVTYS

SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFiGGFVTYS
E

ok ok k |k okokok | kokskkkkokokoksksk |k Il skskkkk

1| AopacTe Vil

LE@KQMPL@@ = VS IAQ AE%B* él;ﬁsﬁa ;‘;Efsﬁi‘?p-

EEV
I EKETE I AATISDGISTGVAGPD QIAeNIEPCHANNEERS A NGKE . E\yHEFHF
LS . EELBCIRQEL{NERT (€ VBT KIZEEI TID N V TIWATPS[EIS.

LEEKSRMLDIPIKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTER
LEEKSRMLDIPIKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTER
LEEKS MLDIPUKBLEERGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPINGTVFIGLAQ HGTK.
LEEKS MLDIPUWUKWMLEEWNGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPEGTVFIGLAQ QGTER
% %k 3k 3k 5k 5k %k % k k * * % % % k ok sk ok sk k ok | sk sk sk k ok ok * 1k * | k| ok ok sk k | % 3k k k% %

S AT

ErakKN L\

* % ok % ok

412
416
393
418
418
418
418
418
418
418

X non conserved
B similar
> 507 conserved

306
311
308
308
312
312
312
312
312
312

386
390
369
387
391
391
391
391
391
391



