
logo MF
L
INQRTVMVLVGRLTKRDVPEDLRYTAPSANSGAAVGAHTVFSTMVLAVNRSTQFKTNQANSGDE I

READYFVINCTVLTIWRRKAQSTAENTVFALNYFCLTHQKKGSLAIVGVSDGR I
LQTR

NTDB id 1059011 ACE83Q RS06095 WP 409021851.1 MINRTVLVGRLTRDPDLRYTASGAAVATFTVAVNRQFTNASGEREADFINCVIWRKAAENFANFTHKGSLIGVDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
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logo

N
SYDENEQEQGTVQNRVFYVTEVLQVAVDESTNFVQRSFLMLDEPSRKNPSTGQRTEGSTEGKSASQAGQRDSQGDGNAGYANENSGQSNFSAGNGPSGNQSQYSFNSSGGSGNNQNADSNQPQFSGGAFNQSTNSPNNQNQRRSTGNNTATNPQAQSAGNDNNSAFTNQTADVDPFA

NTDB id 1059011 ACE83Q RS06095 WP 409021851.1 SYDNQQGTRVYVTEVVVENFSLLESKSQSSQQQGNANNQSSAPQSSSSSNNNANPFGGASSNNNSNTTQSNDSATVDPFA 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNG.....SQQSGFTSPQQTGNAPAANNTQADPFA 155
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRR...NQGNSFNDDPFA 157
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
consensus !*!**!**!*!!!!* ** * ***** * **** ** **** *** * ** ***** ****** * *** * ****

logo NDNGKQAPQIDI SDDDLPF
NTDB id 1059011 ACE83Q RS06095 WP 409021851.1 NNGQQIDISDDDLPF 175
NTDB id 624 LCA RS00040 WP 011373726.1 NNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............... 113
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